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B-Cell, (478) 233; (480) 101 Chlorophyll fluorescence, (471) 71
Cell adhesion, (466) 381; (469) 1; (477) 84 Chloroplast, (467) 97, 245; (480) 255
Cell adhesion kinase 3, (474) 179 Chloroplast biogenesis, (474) 133
Cell compartment, (473) 292 Chloroplast development, (485) 178
Cellcycle, (467) 291, 348; (470) 161,211 (471) 141, (473) 212, (476) 78; Chloroplast nucleoid, (468) 15

(477) 193; (481) 57; (483) 43, 160; (484) 77, 108; (486) 305 Chloroplast RNA polymerase, (481) 47
Cell cycle arrest, (474) 58 Chloroplast signal, (469) 61
Cell cycle checkpoint, (466) 91 Chloroquine, (477) 95
Cell cycle control, (484) 17 CHO cells, (465) 141
Cell cycle homology region, (471) 29 Cholesterol, (478) 113
Cell cycle progression, (486) 275 Cholesterol efflux, (484) 275
Cell cycle-dependent element, (471) 29 Cholinergic nerve, (474) 223
Cell death, (471) 235; (472) 137, (473) 177, 285, 311, (485) 94 Chondrocyte, (468) 43; (474) 58
Cell differentiation, (472) 143; (475) 201; (482) 257; (485) 117 Chondrogenesis, (480) 189
Cell division, (470) 70; (477) 224; (478) 13 Chondrogenic differentiation, (469) 83
Cell division cycle, (482) 125 Choroid plexus, (483) 93
Cell envelope, (466) 389; (477) 268 CHR, (484) 77
Cell growth, (474) 38; (476) 55 Chromalffin, (480) 184
Cell injury, (473) 311 Chromaffin cell, (481) 235
Cell migration, (473) 217 Chromatin remodeling, (476) 68
Cell polarity, (468) 84 Chromatin-associated protein, (467) 169
Cell process, (465) 34 Chromophore, (469) 9; (470) 107; (480) 123
Cell proliferation, (481) 271 Chromosomal, (471) 78
Cell surface molecule, (470) 350 Chromosomal movement, (470) 70
Cell survival, (465) 69 Chromosome, (472) 302
Cell—cell contact, (486) 237 Chromosome 14q11.2, (473) 285
Cell-free system, (480) 165 Chromosome 21, (468) 59
Cell-free system from plant, (480) 208 Chronic myeloid leukemia, (466) 367
Cellobiose dehydrogenase, (477) 79 Chronobiology, (486) 315
Cellular activation, (470) 350 Chymase, (467) 141
Cellular location, (473) 254 Cigarette smoking, (471) 45
Cellular prion protein, (482) 257 Ciglitazone, (484) 37
Centrosome, (472) 208 Circadian rhythm, (465) 79; (477) 106; (486) 315
Ceramide, (472) 143; (475) 247 Circular aggregate, (480) 73
C-fos, (477) 89 Circular dichroism, (467) 87; (468) 11, 48; (476) 287; (484) 98, 241
c-fos serum response element, (477) 244 Cis/trans isomer, (478) 39
CFTR, (473) 149 Cis/trans isomer specificity, (478) 39
cGMP, (475) 71 Cisplatin adduct, (466) 49
CgtA, (484) 29 Cisplatin resistance, (465) 153
Channel-former, (466) 333 cis-Prenyltransferase, (477) 170
Channel-forming property, (469) 93 CitG, (483) 165
Chaperone, (473) 199; (477) 224; (481) 91 Citrate lyase, (483) 165
Chaperone activity, (482) 175 Citrate synthase, (486) 131
Chaperone complex, (465) 98 Citrus, (469) 173
Chaperone protein, (466) 19 CitX, (483) 165
Chaperonin, (470) 365; (471) 211; (477) 278 C-jun, (477) 89
Chara, (475) 139 Class C-type Ca®* channel, (477) 161
Checkpoint, (467) 311 Class I aldolase, (475) 205
Chemical modification, (483) 47 Class switching, (467) 268
Chemical shift, (470) 11 Clathrin, (478) 43
Chemical shift assignment, (482) 25 Claudin, (476) 258
Chemical shift deviation mapping, (470) 125 CIC chloride channel, (466) 26
Chemokine receptors, (477) 123 CIC-2 channel, (479) 10
Chemosensory reception, (478) 299 Cleavage, (475) 52
Chestnut cystatin, (467) 206 Clethrionomys glareolus, (478) 147
Chiasma, (485) 35 Clock resetting, (486) 315
Chick embryo wing bud cell, (480) 189 Clofibrate, (473) 85
Chick spinal cord, (475) 97 Cloning, (471) 99; (475) 291; (484) 229
Chicken, (484) 229 Clostridial neurotoxin, (481) 177
Chimeric receptor, (466) 255 Clostridium botulinum, (467) 179
Chinese hamster, (479) 79 Clostridium perfringens enterotoxin, (476) 258
Chinese hamster ovary cell, (468) 79 Cluster formation, (468) 161
Chinese hamster ovary cell mutant, (476) 42 Clustering, (468) 234; (480) 17
Chinese medicine, (486) 291 c-Mos, (474) 233
Chitin, (478) 84, 123 c-myc, (474) 23; (475) 209
Chitin deacetylase, (476) 194 c-Myec, (477) 43
Chitin oligomer, (478) 119 CO; concentration, (470) 375
Chitin synthase III activity, (478) 84 Co-activator glucocorticoid receptor interacting protein-1, (481) 213
Chitinase, (476) 194; (478) 119, 123 Coagulation, (468) 115
Chitosan, (466) 292 Coatomer, (484) 82
Chkl, (466) 91 Coatomer protein complex, (472) 230

Chk2, (471) 141 Cobalt prophyrin, (472) 221
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Codeine, (470) 309

Co-evolution, (473) 139

Coexpression, (466) 225

Cofactor, (468) 84

Cofactor exchange, (472) 114

Cold acclimation, (477) 141

Cold inducible RNA binding protein, (482) 37

Coleopteran, (473) 227

Colipase, (482) 109

Collagen, (466) 197; (470) 178; (473) 119, 237; (475) 89

Collagen fibrillogenesis, (470) 178

Collagen XVIII, (486) 247

Collapse, (486) 68

Collapsin response mediator protein (CRMP), (480) 283

Co-localization, (471) 215

Colostrum, (473) 165

Combinatorial library, (468) 73

Combinatorial synthesis, (466) 125

Compensatory mechanism, (478) 84

Competitive inhibition, (478) 119

Complement, (467) 201; (470) 131

Complex I, (479) 1; (485) 1

Complex 11, (466) 1

Compound 1, (484) 139

Compound 11, (484) 139

Conantokin-R, (470) 139

Conductance, (477) 161

Cone arrestin, (470) 336

Cone photoreceptor, (470) 336

Confocal, (479) 131

Confocal laser microscopy, (480) 239

Confocal microscopy, (474) 66

Conformation, (468) 101; (473) 157; (481) 249

Conformational change, (470) 125; (472) 208; (473) 106; (477) 157;
(484) 102, 291

Conformational stability, (465) 169; (472) 27; (484) 144

Congo red, (468) 23

Conifer, (477) 237

Conjugated linoleic acid, (468) 33

Connective tissue growth factor, (474) 58

Connexin null mutation, (466) 112

Connexin26, (466) 112

Conotoxin, (476) 287

w-Conotoxin MVIIC, (466) 125; (469) 147

Conserved region 2, (469) 88

Constitutive activity, (469) 142; (470) 183

Constitutive MAPK activation, (465) 69

Control analysis, (476) 47

Control coefficient, (475) 145

Conus toxin, (474) 208

Convergence—divergence duality, (470) 249

Copg, (482) 31

COPI, (486) 2

Copper metabolism, (485) 19

Copper,zinc-superoxide dismutase, (485) 163

Coproporphyrin, (480) 213

Core binding factor, (470) 167

Core binding factor B, (470) 167

Coreceptor, (473) 15

Coronary artery, (482) 85

Coronin, (485) 147

Cortical granule, (482) 242

Co-stimulation, (476) 266

Coupling, (476) 93

Covalent flavin, (466) 1; (481) 109

Covalent modification, (468) 231

Covalently bound flavin, (474) 165

Coxsackievirus, (484) 149

CpG MTase, (469) 101

CPI-17, (475) 197

CPP32-like protease, (472) 39

c-Propeptide, (479) 123

Craving for ethanol, (486) 49

Cre/lox P recombination, (470) 263

Creatine, (486) 225

CREB, (465) 79; (477) 213

CREC protein family, (465) 129

Crithidia fasciculata, (470) 319
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Crosslinking, (484) 235; (486) 57

Cross-reactivity, (484) 43

Cross-species transfer, (472) 22

Cross-talk, (478) 100, 109; (486) 143

Cross-tolerance, (482) 19

Crotonyl-ACP, (484) 65

Crotonyl-coenzyme A, (484) 65

Crustacean hyperglycemic hormone, (472) 122

Cruzipain, (469) 29

Cry toxin, (473) 227

Cryo-electron microscopy, (477) 278

Cryptomonad, (471) 191

Crystal structure, (475) 61; (480) 73

o-Crystallin, (482) 175

oB-Crystallin, (484) 98

C-Crystallin, (478) 295

Crystallography, (467) 285

c-Src, (472) 117

C-terminal motor, (470) 70

C-terminal-type kinesin, (475) 47

C-terminus, (472) 312; (481) 197

C-terminus structure, (468) 225

C-type inactivation, (474) 111

Cu,Zn-superoxide dismutase, (467) 57; (479) 25; (483) 21

CUB domain, (475) 97

Cucumis sativus, (481) 183

Cu(I) binding, (467) 189

Culture, (466) 187

Cultured cell, (479) 79

Current fluctuation, (476) 224

CV-1, (480) 239

Cyanide, (466) 259

Cyanobacterium, (468) 231; (469) 9; (476) 282; (479) 72; (483) 169

Cyanoepithioalkane, (467) 296

Cybrid, (467) 175

Cycle, (466) 75

Cyclic AMP, (477) 213; (484) 189

Cyclic AMP-dependent protein kinase, (477) 213

Cyclic AMP-responsive element binding protein, (482) 44

Cyclic lipodepsinonapeptide, (478) 26

Cyclic nucleotide-gated ion channel, (471) 133; (478) 246

Cyclin D2, (478) 209

Cyclin degradation, (468) 142

Cyclin dependent protein kinase, (485) 87

Cyclin-dependent kinases 4 and 6, (470) 161

Cyclization mechanism, (466) 63

Cycloamylose, (486) 131

Cycloheximide, (486) 305

Cyclooxygenase-2, (465) 103; (475) 242

Cyclopentenone formation, (466) 63

Cyclosporin A, (466) 219; (483) 119

Cynops ensicauda, (472) 267

Cys-disulfide exchange, (484) 133

Cysteine, (469) 57; (471) 125

Cysteine modification, (472) 225

Cysteine protease, (465) 145; (481) 289

Cysteine proteinase inhibitor, (471) 67

Cysteine reactivity, (476) 155

Cysteine scanning, (482) 144

Cysteine to alanine mutation, (486) 89

Cysteine-rich peptide, (480) 147

Cysteine-sulfinic acid, (465) 173

Cystic fibrosis, (473) 149, 154; (475) 291

Cystic fibrosis transmembrane conductance regulator, (475) 291

Cystine motif, (474) 208

Cytochalasin D, (466) 355

Cytochrome b, (466) 1

Cytochrome c, (466) 6; (471) 93, 235; (472) 5; (475) 263; (476) 118;
(480) 193; (482) 6, 25; (483) 119

Cytochrome ¢ oxidase, (466) 130, 323; (470) 7; (475) 263; (485) 19

Cytochrome c release, (472) 293; (473) 27

Cytochrome oxidase, (468) 239

Cytochrome P450, (486) 173

Cytochrome P450cam, (477) 157; (479) 149

Cytokine, (467) 259; (468) 120; (472) 203; (481) 3

Cytokine production, (465) 28; (477) 84

Cytokine signaling, (478) 100

Cytokinesis, (481) 105
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Cytomegalovirus, (474) 213

Cytoplasmic granule, (486) 112

Cytosine methylation, (467) 41

Cytoskeletal protein, (466) 29

Cytoskeleton, (466) 346, 355; (468) 125; (470) 93, 198; (473) 71, 280;
(482) 81

Cytosolic Ca®* concentration, (482) 85

Cytosolic glutamine synthetase, (477) 237

Cytosolic phospholipase A2, (471) 83; (477) 244

Cytotoxic T lymphocyte-associated antigen 4, (475) 225

Cytotoxicity, (478) 113

D

D amino acid, (479) 6

D, agonist, (481) 217

D1-like receptor, (470) 183

D3-phosphoinositide, (484) 184

Dark reversion, (470) 107

Darwinian evolution, (480) 55

Database, (474) 83

De novo design, (482) 154

Deamino-NADH, (467) 105

Death domain, (473) 285

Death receptor, (468) 134; (485) 135

Decapod, (481) 19

Decorin, (470) 178

Defensin, (486) 185

Degenerin, (471) 205; (481) 77

Degradation, (478) 109; (481) 245

Dehydration, (480) 179

Dehydroascorbate reductase, (466) 107
Dehydrodolichyl diphosphate synthase, (477) 170
Dehydroepiandrosterone, (475) 61

Delayed fluorescence, (475) 103

Deletion analysis, (478) 183

Deletion mutation, (472) 93

Delivery vector, (482) 265

Deltamethrin, (470) 135

Demembranated sperm chromatin, (480) 208
Dementia, (483) 6

Denaturation, (473) 183

Dendritic cell, (481) 245; (486) 261
Denitrification, (470) 216

1-Deoxy-D-xylulose S5-phosphate, (481) 221
1-Deoxy-D-xylulose 5-phosphate reductoisomerase, (473) 328
1-Deoxy-D-xylulose 5-phosphate reductoisomerase gene, (481) 221
1-Deoxy-D-xylulose 5-phosphate synthase gene, (481) 221
Deoxyribonuclease II, (467) 231

Deoxyuridine, (472) 312

Deoxyuridine 5'-triphosphate nucleotide hydrolase, (472) 312
Deoxyxylulose, (465) 157

Desensitization, (470) 15; (484) 211; (486) 208
Desethylamiodarone, (481) 213

Design, (470) 173

Desulfovibrio, (480) 213

Detergent, (470) 244

Detoxification, (486) 163

Deuterium shift, (472) 263

Development, (481) 285

Dexamethasone, (478) 141
Dexamethasone-induced apoptosis, (478) 34
Diabetes, (479) 89; (481) 0

Diabetes mellitus, (479) 41

Diacylglycerol acyltransferase, (481) 189
Diacylglycerol kinase, (472) 225

Dialysis, (470) 355

Diarrhea, (479) 111

Diastrophic dysplasia, (477) 118
3,5-Dibutyl-4-hydroxytoluene, (473) 203
Di-cluster ferredoxin, (468) 161

Dictyostelium discoideum, (473) 323; (474) 16; (475) 47 (484) 125

71

Dietary phytochemical, (476) 213

Differential display, (465) 153; (466) 367; (469) 208; (475) 97; (477)
106, 135

Differential scanning calorimetry, (468) 48

Differentiation, (467) 341; (470) 281; (472) 50; (473) 42,212; (474) 175,
201; (476) 198, 240; (481) 193; (486) 121, 149

Diffusely-adherent Escherichia coli, (479) 111

Diffusion, (465) 148

Diffusion weighted spectroscopy, (486) 225

Digestive proteolysis, (471) 67

Dihydrocodeine, (470) 309

Dihydroflavonol-4-reductase, (467) 316

Dihydroorotate dehydrogenase, (467) 27

Dihydropyrimidinase, (480) 283

1,4-Dihydropyridine, (467) 65

2,3-Dihydroxybenzoic acid, (470) 47

2,5-Dihydroxybenzoic acid, (470) 47

Dimer, (471) 240; (477) 62

Dimer formation, (478) 127

Dimerization, (467) 226; (484) 235

Dimethylallyl diphosphate, (473) 328, 337

Dioxin antagonist, (476) 213

Dipeptidyl peptidase IV, (466) 155

Diphenyl-1-pyrenylphosphine, (474) 137

Diploid cells, (472) 254

Dipolar broadening, (466) 341

Disease gene, (474) 83

Disease resistance, (484) 7

Dishevelled, (474) 189

Disintegrin and metalloproteinase thrombospondin, (478) 241

Disintegrin metalloproteinase, (473) 275

Disruption, (467) 7

Dissociation, (482) 159

Disulfide bond, (466) 101, 125; (477) 62; (480) 175; (484) 133; (486) 89

Disulfide exchange reaction, (477) 21

Disulfide linked peptide, (476) 287

Dithiocarboxysarcosine, (471) 187

Dithiothreitol, (472) 67

Divalent cation blockade, (478) 246

DMAP-85, (483) 37

DNA, (470) 355; (473) 154; (481) 164

DNA array, (470) 77

DNA bending, (466) 49

DNA binding, (466) 80; (473) 47; (476) 190; (477) 129

DNA binding domain, (476) 312

DNA condensation, (480) 106

DNA damage, (467) 311; (472) 14; (476) 73; (481) 122

DNA double-strand break repair, (478) 67

DNA glycosylase, (476) 73

DNA gyrase, (471) 173

DNA hybridization array, (480) 37

DNA methylation, (467) 47; (476) 203

DNA microarray, (470) 156

DNA polymerase o, (475) 209

DNA polymerase 9, (486) 14

DNA repair, (470) 77; (478) 133; (486) 14

DNA replicase, (473) 363

DNA replication, (466) 287

DNA replication (bacteriophage M), (472) 217

DNA replication-related element, (483) 71

DNA strand exchange, (473) 53

DNA synthesis, (469) 163; (470) 281; (473) 33, 363

DNA topoisomerase, (476) 174

DNA topoisomerase I, (486) 126

DNA topology, (471) 147, (476) 174

DNA transfection, (473) 341

DNA unwinding, (477) 129

DNA unwinding factor, (466) 287

DNA-binding activity, (468) 11

DNA-binding protein, (468) 15; (473) 363; (482) 19; (484) 118

DNA-binding site, (475) 170

DNA-damaging agent, (465) 124

DNA-dependent protein kinase, (478) 67

dnaA gene (Escherichia coli), (472) 217

DnaK, (478) 133, 271

DNase, (473) 154

DNase I affinity, (476) 155

Dnmtl, (469) 101
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Dolichyl monophosphate, (480) 197

Domain 4 segment 6, (465) 18

Domain architecture, (486) 107

Domain requirement, (481) 159

Dopamine, (470) 183

Dopamine inhibition, (465) 59

Dorsal root ganglion neuron, (473) 265

Double barrel, (479) 10

Double bond shift, (469) 9

Double-stranded RNA, (479) 79

Double-stranded RNA-dependent protein kinase, (484) 153

Down syndrome, (468) 59

DP, (486) 73, 79

Dp71, (482) 209

DRB1*0101, (481) 249

drFP583, (479) 127

drFP593, (479) 127

Drosophila, (465) 165; (471) 156; (472) 187; (474) 189; (479) 79; (483)
37; (486) 99

Drosophila melanogaster, (467) 337; (468) 194; (482) 13; (483) 71

Drosophila metallothionein, (467) 189

Drosophila para-subunit, (470) 135

Drought, (467) 245

DroVav, (472) 99

DRP2, (471) 229

Drug-DNA interaction, (465) 148

dsbA, (466) 317

dsbC, (466) 317

Dual specificity phosphatase, (465) 8

Duchenne muscular dystrophy, (482) 13

Dunlp, (471) 141

Duodenal mucosa, (466) 295

Duodenase, (466) 295

Durum wheat, (470) 88

dxr, (481) 221

dxs, (481) 221

Dynamical property, (483) 17

Dynamics, (469) 168

Dynorphin, (481) 131

Dystrobrevin, (482) 13

Dystroglycan, (468) 79; (482) 13; (484) 194

Dystrophin, (482) 13

Dystrophin-associated protein, (471) 229

Dystrophin—glycoprotein complex, (468) 79

E

E1B-55K, (476) 248

E2F, (466) 310; (470) 211; (484) 77; (486) 73, 79
Early and late replication mode (bacteriophage ), (472) 217
Early Golgi compartment, (469) 151
Ectodomain chimera, (479) 15
Ecto-enzyme, (483) 104, 149

Edg family, (468) 189

EDGlH, (476) 55

EDG?2, (478) 159

EDG4, (478) 159

EDGY7, (478) 159

Effective concentration, (480) 175
EF-hand, (473) 323; (486) 112
EF-hand Ca®* binding motif, (469) 33
EF-hand motif, (472) 208

EF-loop, (470) 331

EF,EFy, (472) 34

EH domain, (480) 55

Eicosanoid, (480) 239

elF4G cleavage, (480) 151

Elastase, (473) 154

Elastic fiber, (484) 164

Electrical potential, (476) 113
Electrode, (475) 43

Electrolyte secretion, (475) 291
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Electromechanical fusion, (465) 141

Electron acceptor, (466) 209

Electron donor, (466) 209

Electron microscopy, (468) 23; (469) 105; (472) 217; (479) 141

Electron paramagnetic resonance, (466) 341; (474) 228

Electron spin echo envelope modulation, (477) 113

Electron spin resonance spectroscopy, (473) 58; (481) 42

Electron transfer, (466) 209

Electron transport, (485) 173

Electrophysiology, (467) 12; (470) 189; (472) 83; (479) 29, 35; (481) 73,
137

Electroporation, (486) 29

Electrospray, (475) 131

Electrospray ionization mass spectrometry, (473) 349

Electrostatic interaction, (482) 154

Elicitin, (466) 213

Embryoid bodies, (476) 218; (478) 151

Embryonal carcinoma, (472) 53

Embryonic development, (470) 70; (479) 106

Embryonic stem cell, (476) 218

Embryonic stem-derived cardiac cells, (478) 151

EmrE, (476) 93; (480) 127

ENAI (PMR?2), (481) 77

ENaC, (481) 77

Encapsidation, (485) 25

Endocannabinoid, (468) 176

Endocytosis, (466) 135; (470) 15; (478) 43; (484) 179

Endogenous inhibitor, (478) 1

Endoplasmic reticulum, (465) 145; (470) 83; (475) 27; (476) 32, 38;
(480) 118; (483) 32; (484) 202

Endoplasmic reticulum-associated degradation, (483) 32

Endoplasmin, (471) 151

Endopolygalacturonase, (467) 333

Endosome, (481) 261

Endosome fusion, (466) 135

Endostatin, (486) 247

Endothelial apoptosis, (474) 213

Endothelial cell, (467) 299; (472) 1; (479) 63; (486) 159, 237, 252

Endothelial cell differentiation gene family, (478) 159

Endothelial monocyte-activating polypeptide 11, (466) 143

Endothelial nitric oxide synthase enzyme activity, (471) 45

Endothelial nitric oxide synthase polymorphism, (471) 45

Endothelial protein C receptor, (477) 208

Endothelin-converting enzyme 1, (466) 310

Endothelium, (466) 346

Endotoxin, (465) 87; (471) 187; (477) 8; (485) 40

Endotoxin shock, (470) 151

8-Endotoxins, (473) 227

Energy conservation, (479) 1

Energy conversion, (470) 375

Energy transduction, (476) 113

Enhanced green fluorescent protein, (473) 42

Enolase, (473) 47

Enoyl reductase, (484) 65

Entamoeba histolytica, (486) 112

Enteroaggregative Escherichia coli, (479) 111

Enteroaggregative Escherichia coli heat-stable enterotoxin 1 gene, (472)
22

Enterococcus faecalis, (479) 6

Enterococcus faecium, (479) 6

Enterohemorrhagic Escherichia coli, (472) 22
Enzymatic oligosaccharide synthesis, (466) 40
Enzyme, (468) 59

Enzyme activation, (465) 173

Enzyme assay, (485) 142

Enzyme inactivation, (466) 45; (468) 199

Enzyme inhibition, (480) 217; (483) 131

Enzyme mechanism, (468) 199; (484) 175

Enzyme regulation, (469) 137; (473) 280
Enzyme-substrate complex, (471) 61

Eosinophil, (486) 217

Epidermal growth factor, (482) 169

Epidermal growth factor receptor, (466) 160; (484) 235
Epidermal growth factor receptor phosphorylation, (474) 195
Epidermis, (474) 201; (486) 149
(—)-Epigallocatechin-3-O-gallate, (483) 131

Epigene, (486) 200

Epigenotype, (486) 200
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Epilepsy, (480) 137

Epinephrine, (484) 199

Episomal DNA, (471) 147

Episomal vector, (472) 173

Epithelial cell, (478) 113

Epithiospecifier protein, (467) 296; (468) 243

Epitope conformation, (481) 127

Epitope mapping, (476) 296

Epitope tagging, (474) 87

Epoxysuccinyl peptide, (482) 91

Epstein—Barr virus, (472) 173; (484) 153

Epstein—Barr virus-encoded small RNA, (484) 153

Equilibrium binding, (482) 180

Equine infectious anemia virus, (472) 312

eRF1, (472) 213

ERGIC-53, (476) 32

ER-Golgi intermediate compartment, (476) 32

Ergosta-5,7,22,24(28)-tetraen-3B-ol, (470) 83

Ergosterol, (470) 83, 102

ERp57, (476) 38

Erythrocyte, (468) 115, 125

Erythrocyte ghost, (473) 89

Escherichia coli, (466) 317; (468) 220; (469) 61; (470) 345; (472) 88;
(473) 67, 254, 337; (476) 229; (479) 131; (481) 281; (482) 215; (483)
21, 165; (484) 280; (485) 153; (486) 297

Escherichia coli RNA polymerase, (484) 43

Esterification, (486) 243

17B-Estradiol, (486) 143

B-Estradiol, (475) 251

Estrogen, (472) 9

Estrogen receptor, (466) 49; (472) 9; (480) 55; (486) 143

Estrogen receptor a, (477) 15; (478) 109

Estrogen-responsive element, (472) 9

Ethanol, (468) 239

Ethanol-induced neuropathy, (474) 223

Ether linkage, (473) 341

Ether phosphatidylethanolamine, (466) 228

Ether triglyceride, (466) 228

Ethylene signal transduction, (474) 29

ETS, (466) 310

Eubacterium, (468) 73

Euglena gracilis, (482) 247

Eukaryote, (471) 147, (472) 213

Eukaryotic initiation factor 2a, (477) 229

Eukaryotic initiation factor 4G, (477) 229

Eukaryotic initiation factor (eIF)2B, (476) 262

Eutheria, (477) 49

Evolution, (468) 181; (473) 6

EWS/WTI, (474) 121

EXAFS, (467) 221

Exchange factor, (480) 287

Exchange protein directly activated by cAMP, (477) 213

Excitation energy transfer, (471) 89

Excitation-contraction coupling, (474) 93; (486) 178

Excited state absorption, (465) 107

Exocytosis, (470) 61; (474) 66; (480) 184; (482) 269; (484) 129

Exogenous NADH, (472) 5

Exon, (473) 169

Exon shuffling, (480) 79

Experimental liver metastasis, (466) 381

Expressed sequence tag, (471) 245

Expression, (465) 2; (469) 39; (472) 302; (474) 5; (475) 22, 291, (479)
15; (484) 229

Expression in Saccharomyces cerevisiae, (478) 281

Expression in the gonad, (466) 249

Expression pattern, (467) 206; (474) 99

Expression profile, (471) 245

Extra efficient enzyme, (483) 17

Extracellular ATP, (486) 217

Extracellular matrix, (470) 178, 305; (478) 241; (480) 169; (482) 257,
(484) 164

Extracellular regulated kinase, (476) 262

Extracellular regulated kinase 1 and 2 (ERK), (468) 53

Extracellular regulated protein kinase, (472) 129

Extracellular signal-regulated kinase, (467) 184

Extracellular signal-regulated kinase 1/2, (485) 94; (486) 291

Extracellular-superoxide dismutase, (486) 159

Extra-retinal photoreceptor, (468) 181

73

F

F,F| ATPase, (478) 34

F,F-ATP synthase, (470) 244

FFy ATP synthase, (482) 163; (486) 297
o Factor, (481) 47, 281

FAD, (477) 62

Familial adenomatous polyposis, (476) 203
Fanconi’s anemia, (468) 125

Farnesol, (467) 291

Farnesyltransferase inhibitor, (481) 205
Fas, (466) 279; (468) 129, 134

Fas ligand, (466) 279

Fas/Fas ligand, (472) 137

Fasting, (482) 71

Fat deposition, (466) 264

Fatty acid, (471) 75, 108; (484) 61

Fatty acid hydroperoxide lyase, (481) 183
Fatty acid oxidation, (475) 163

Fatty acid-CoA ligase, (467) 263

Fatty acyl-CoA synthetase, (467) 117

Fc, (473) 349

FcyRI, (484) 179

Feedback inhibition, (476) 47
Female-attracting pheromone, (472) 267
Fe-protein, (468) 231; (478) 192

Ferritin, (484) 271

Ferroxidase, (472) 283

Ferryl-oxo, (474) 238

Fet3, (472) 283

Fetal, (483) 160

Fetuin-binding lectin, (468) 19

FGD1 gene, (478) 216

Fiber, (478) 173

Fibrate, (482) 71

Fibril, (470) 55

Fibrinogen, (475) 89

Fibrinolysis, (480) 169

Fibroblast, (466) 327; (469) 163; (473) 33
Fibroblast growth factor-2, (478) 209
Fibroblast growth factor 10, (481) 53
Fibromodulin, (470) 178

Fibronectin, (484) 69

Filament formation, (466) 267
Filipin—cholesterol complex, (478) 137
Fish, (481) 266

Fission yeast, (468) 84

FK506, (483) 119

FKBP, (480) 118
FKBP12-rapamycin-associated protein, (467) 61
Flavanone 3B-hydroxylase, (467) 353
Flavin monooxygenase, (483) 131
Flavin-containing enzyme, (476) 150
Flavonoid, (473) 145; (476) 213
Flavonoid biosynthesis, (467) 353
Flavonol glycoside, (468) 166
Flavopiridol, (469) 47

Flow cytometry, (469) 186; (478) 166, 290
Flt-1, (469) 14; (473) 161

Fluorescence, (484) 98

Fluorescence energy transfer, (484) 98
Fluorescence excitation spectrum, (480) 123
Fluorescence imaging, (478) 72
Fluorescence lifetime microscopy, (479) 131
Fluorescence microscopy, (477) 161
Fluorescence spectroscopy, (467) 87
Fluorescent chromophore, (473) 249
Fluorescent dye-labeled oligonucleotide, (473) 53
Fluorescent probe, (474) 137; (475) 218
Fluorescent quenched substrate, (484) 285
Fluorogenic chitobioside, (476) 194
Flupirtine, (481) 42

fMet-tRNA binding, (471) 128

FMN, (485) 1
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Fms, (466) 96

Focal adhesion kinase, (486) 275

Focal contact, (466) 29

Folding, (470) 173

Foot-and-mouth disease L proteinase, (480) 151

Foot-and-mouth disease virus, (474) 87

Force spectroscopy, (476) 124

Forkhead, (470) 29

Forkhead homology-associated domain, (485) 35; (486) 285

Forkhead-associated domain, (471) 141

Forskolin, (465) 79; (477) 213; (484) 189

Four-helix bundle, (473) 195; (477) 99

Four-o-helix bundle (Aa),, (478) 61

Fourier transform infrared spectroscopy, (473) 259; (474) 238; (475)
278; (477) 151

Fragment, (475) 52

Fragment complementation, (476) 296

Frame-shift, (482) 102

Free radical reductase, (473) 145

Frog, (466) 249

Frog oocyte, (475) 145

From structure to function, (476) 8

Frontotemporal dementia, (484) 265

FRTL-S, (483) 93

FRTL-5 cell, (475) 27

Fructose-2,6-bisphosphatase, (480) 261

Fructose-2,6-bisphosphate, (480) 261

FtsH, (478) 271

FtsK, (478) 13

Fugu, (476) 3

Fumarate reductase, (466) 1

Function, (473) 269

Function prediction, (476) 98

Functional assay, (480) 287

Functional cloning assay, (478) 34

Functional complementation, (467) 337

Functional genomics, (476) 98

Functional size, (468) 211

Functional state, (486) 200

Fungal alternative oxidase, (481) 141

Fungizone, (465) 83

Funnel-web spider toxin, (470) 293

Furin, (473) 135; (480) 169

FUSE binding protein, (470) 207

Fusion activity of HIV-2 envelope glycoprotein, (474) 246

Fusion peptide, (477) 145

Fv, (476) 266

Fyn, (474) 179

G

G protein, (466) 300; (467) 22; (469) 159; (472) 297; (473) 101; (480)
184; (483) 109; (484) 199; (485) 183

G protein activation, (470) 183

G protein coupling, (470) 331

G protein-coupled receptor, (468) 189; (470) 183, 336; (473) 76, 259,
280; (484) 133, 229, (485) 183

G protein-coupled receptor kinase, (473) 280

G1/S cell cycle control, (486) 73

G1/S phase, (483) 43

G1/S transition, (486) 79

G2 phase-specific, (481) 57

Goyz, (472) 297

Go; protein, (478) 173

GABA, (469) 159

Gag, (466) 233

Gal2, (471) 103

Galactose induction, (484) 48

Galactose transport, (471) 103

B-Galactosidase, (470) 370; (471) 7; (473) 165; (474) 87

Galactosylation, (473) 165, 349

B1,4-Galactosyltransferase, (473) 165
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Galectin-3, (470) 227; (473) 311

Galiellalactone, (484) 1

Gallbladder, (478) 113

Galloyl ester, (483) 131

Gamma subunit, (470) 189

Ganglion, (479) 106

Ganglioside binding site, (482) 119

Ganoderma, (486) 291

Gap junction channel, (466) 112

Gapped DNA, (486) 14

Gasl, (481) 159

gasl product, (481) 152

Gastrin-releasing peptide preferring receptor, (473) 207

GATA, (466) 310; (467) 341

Gating, (473) 188

G subunit, (476) 208

Gy, (472) 297

GDla-replica peptide, (466) 381

GDP/GTP exchange, (467) 75

GDP/GTP exchange factor, (474) 16

Gelsolin, (473) 71

Gender difference, (473) 173

Gene, (471) 78, 161; (484) 199

Gene delivery, (475) 7; (480) 106

Gene duplication, (482) 31

Gene expression, (467) 263; (469) 173; (477) 15; (479) 146; (480) 17;
(483) 71

Gene expression profile, (480) 2

Gene family, (471) 245; (477) 237

Gene fusion, (470) 300

Gene knockout mouse, (481) 53

Gene mapping, (477) 237

Gene organization, (469) 33; (472) 122

Gene promoter, (482) 49

Gene regulation, (468) 6; (478) 141; (480) 84; (483) 87

Gene silencing, (467) 41, 47

Gene structure, (473) 303; (476) 3; (483) 93

Gene targeting, (472) 133

Gene targeting mouse, (476) 306

Gene therapy, (472) 173

Gene transfer, (486) 29

Gene—environment interaction, (471) 45

General acid catalyst, (474) 33

Genetic network, (486) 200

Genetic polymorphism, (467) 231

Genetic redundancy, (475) 237

Genetically modified organism, (481) 164

Genistin, (475) 127

Genome, (470) 65

Genomic context, (480) 42

Genomic integration, (485) 29

Genomic methylation pattern, (469) 101

Genomics, (480) 25, 37,42, 63

Gentisic acid, (470) 47

Geranylgeranyl diphosphate, (481) 68

Germinal center kinase family kinase, (469) 19

Germination, (467) 206; (473) 292; (484) 55

Germline sex transformation, (465) 165

GFP-labeled oc subunit, (477) 161

Gy subunit, (476) 208

Ghrelin, (486) 213

Ginkgo biloba, (471) 1; (478) 123

GLAST-1, (485) 13

GLCH4 cell, (474) 107

Glial fibrillary acidic protein, (486) 203

Glioma cell, (471) 187

Gloeothece, (468) 231

GLT-1, (484) 74

o-1,4-Glucan, (471) 219

1,3-B-Glucan synthase, (478) 105

Glucoamylase, (471) 251

Glucocorticoid, (465) 103

Glucocorticoid modulatory element binding protein, (468) 203

Glucocorticoid receptor, (485) 195

Gluconeogenesis, (475) 163; (479) 89; (480) 277

Glucose, (481) 209

Glucose 6-phosphate dehydrogenase activity, (466) 139

Glucose 6-phosphate dehydrogenase deficiency, (466) 139
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Glucose absorption, (474) 223

Glucose autoxidation, (470) 47

Glucose metabolism, (469) 77; (473) 24

Glucose transport, (471) 103; (472) 153

Glucose transporter, (481) 261, 266

Glucose-6-phosphate dehydrogenase, (475) 145, 257

B-Glucosidase, (468) 166

Glucosylceramidase, (472) 17

Glucosyltransferase, (469) 173

Glucuronidation, (471) 1; (475) 131

Glucuronide, (470) 309

Glutamate, (478) 147, (485) 13

Glutamate receptor, (475) 278

Glutamate release, (473) 265

Glutamate transporter, (484) 74

v-Glutamylcysteine synthetase, (467) 337

S-Glutathiolation, (482) 237

Glutathione, (467) 337; (469) 47; (470) 211; (473) 145, (475) 65; (476)
253

Glutathione peroxidase, (475) 121; (486) 19

Glutathione transferase, (465) 169

Glutathione transferase Pi, (486) 163

Glycan phosphoinositide anchor, (473) 89

Glycation, (481) 0

Glycerol, (472) 159

Glycerol transport, (475) 291; (481) 293

Glycine decarboxylase complex, (484) 12

Glycine transport, (470) 51

Glycine transporter 2, (480) 283

Glycogen phosphorylase, (466) 121

Glycogen synthase, (466) 121

Glycogen synthase kinase-3, (476) 262; (485) 87; (486) 38

Glycogen synthase kinase-38, (465) 34; (485) 99

Glycogen synthesis, (475) 145

Glycohydrolase, (473) 89

Glycolysis, (480) 261

Glycopeptide, (473) 237; (483) 32

Glycoprotein, (473) 165; (476) 38

O-Glycoprotein, (473) 358

Glycosaminoglycan, (477) 249; (482) 154

Glycosidase, (484) 175

B-Glycosidase, (467) 195

Glycosome, (484) 82

Glycosphingolipid, (475) 247

Glycosyl phosphatidylinositol, (483) 32

Glycosyl transfer, (466) 40

Glycosylation, (468) 79; (473) 349; (476) 179; (478) 276; (486) 320

O-Glycosylation, (469) 24

Glycosyl-phosphatidyl inositol anchor, (480) 142

Glycosyltransferase, (472) 105; (476) 186

GM-CSF, (477) 55

Golgi, (476) 32

Golgi apparatus, (470) 25; (471) 151; (484) 202; (486) 2

Gonadotropin-releasing hormone, (472) 241

Gonococcus, (478) 260

gp4l, (477) 145

gpl20, (477) 123

gp130, (468) 120; (470) 15

GPI anchor, (481) 159

GPI-anchored protein, (481) 152

Granulocyte, (469) 52; (475) 39

Grayanotoxin, (465) 18

Grb2, (472) 129; (480) 113

Grb7, (467) 91

Green fluorescent protein, (466) 327; (470) 83, 263; (471) 235; (479)
127, 131; (482) 209; (485) 29

Green fluorescent protein fusion protein, (466) 101

Green fluorescent protein targeting, (470) 147

Greening, (474) 133; (486) 243

GroEL, (466) 75; (477) 151

GroES, (466) 75; (471) 211

Group X secretory phospholipase A;, (478) 187

Growth, (475) 257

Growth arrest, (477) 67

Growth arrest-specific gene 6, (466) 197

Growth factor, (481) 3

Growth hormone, (472) 276; (486) 213

Growth hormone secretagogue, (486) 213

75

Growth inhibition, (481) 152

GRP%, (471) 151

GS-GOGAT, (476) 282

GTP binding, (472) 117

GTP binding domain, (484) 29

GTP hydrolysis, (484) 29

GTPase, (467) 184; (470) 61

GTPase activating protein, (469) 88; (477) 99
GTP-binding protein, (466) 148; (468) 84
GTP-yS, (479) 46, (483) 109

Gtse-1, (481) 57

Guanidine hydrochloride, (473) 183

Guanidine thiocyanate, (473) 183

Guanine nucleotide exchange, (484) 29

Guanine nucleotide exchange factor, (477) 213
Guanosine 3',5"-cyclic mononucleotide, (478) 246
Guanosine-triphosphate, (478) 253

Guanylyl cyclase, (483) 143

Guard cell, (486) 93

Gut-enriched Kriippel-like factor, (473) 95; (476) 203; (477) 67

H

H*/Ca®" antiport, (482) 225

H*-pyrophosphatase, (468) 211

H*-transport, (480) 265

H,-forming methylenetetrahydromethanopterin dehydrogenase, (485)
200

HaCaT cell, (474) 195

HaCaT keratinocyte, (467) 326

Haematococcus, (473) 337

Hair follicle, (481) 53

Half-met, (474) 228

Haloarcula marismortui, (470) 216

Halobacterium salinarum, (466) 67

Halophilic archaeon, (470) 216

Halothane, (478) 61

Halotolerance, (471) 224

Hammerhead ribozyme, (473) 106

Hamster, (476) 179

HA-tagging, (480) 255

HCN channel, (479) 35

hCNTI, (481) 137

Heat shock, (474) 5; (480) 165

Heat shock factor, (472) 271

Heat shock protein, (465) 98; (470) 232; (472) 14,271, (475) 283; (478)
133; (485) 153

Heat shock response, (478) 271

Heat stress, (470) 365

HEK-293, (473) 132

HEK-293 cell, (478) 166

Helicobacter pylori, (469) 155; (481) 96

Helix, (472) 148

o-Helix, (466) 341

Hemagglutinin, (467) 179

Hematopoietic cell, (469) 14

Heme, (477) 95

Heme biosynthesis, (480) 213

Heme metabolism, (471) 61

Heme oxygenase, (471) 61

Heme protein, (470) 203

Hemochromatosis, (484) 271

Hemofiltrate, (480) 147

Hemoglobin, (472) 221

Hemozoin, (477) 95

Hen lysozyme, (480) 175

Heparan sulfate proteoglycan, (486) 159

Heparin, (468) 115; (477) 199; (480) 169

Heparin cofactor 11, (484) 87

Hepatitis B virus, (478) 127

Hepatitis B virus capsid, (481) 169

Hepatitis B virus X protein, (483) 114
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Hepatocyte, (466) 135; (469) 208; (474) 175; (481) 209; (483) 160 Human annexin I, (484) 241

Hepatocyte doublet, (466) 112 Human cathepsin B, (475) 157

Hepatocyte growth factor, (470) 325 Human chromosome, (475) 167

Hepatocyte isolation, (466) 187 Human c-Kit, (482) 54

Hepatocyte nuclear factor 4o, (479) 41 Human cytomegalovirus, (471) 215

Hepatoma cell, (465) 64 Human endogenous retrovirus, (472) 191

Heredity, (486) 200 Human endothelial cell, (485) 122

HERV-K, (472) 191 Human erythrocyte, (473) 89

HERV-K cORF, (468) 65 Human erythrocyte spectrin, (485) 81
Heterochoromatin protein 1, (467) 17 Human ether-a-go-go-related gene (HERG), (474) 111
Heterocyst, (476) 282 Human galectin-3, (470) 305

Heterodimer, (475) 187 Human genome, (468) 109

Heterologous expression, (473) 132; (481) 8, 293 Human immunodeficiency virus, (473) 15; (475) 232
Heteronuclear single quantum coherence, (468) 149 Human immunodeficiency virus type 1, (466) 233; (481) 63
Heterotrimeric G protein, (470) 25; (476) 208 Human immunodeficiency virus type 1 transactivator of transcription,
Hevea brasiliensis, (478) 119 (485) 163

Hexokinase, (475) 145; (484) 61 Human immunodeficiency virus type 1 transcription, (469) 118
HFE, (484) 271 Human immunodeficiency virus-1, (485) 47
hFKBP12, (478) 39 Human insulin receptor, (481) 8

Hic-5, (474) 179 Human neuroblastoma, (473) 233; (481) 271

High affinity binding, (479) 15 Human Per gene, (486) 315

High mobility group protein, (485) 47 Human prostacyclin receptor—green fluorescent protein, (484) 211
High molecular weight isoform, (468) 6 Human protein disulfide isomerase, (466) 317

High osmolarity glycerol pathway, (472) 159; (483) 87 Human respiratory syncytial virus, (467) 279

High pressure nuclear magnetic resonance, (470) 11 Human rhinovirus 2A proteinase, (480) 151
High-affinity, (484) 74 Human sphingosine kinase, (473) 81

High-affinity choline transporter, (484) 92 Human topoisomerase 11 o, (480) 201

High-affinity transporter, (475) 65 Human tyrosine hydroxylase type 1, (465) 59
High-density filter array, (480) 95 Human umbilical vein endothelial cell, (466) 148; (470) 113
Higher plant, (481) 240 Humulon, (465) 103

High-performance liquid chromatography, (473) 349 HUPL, (468) 225

Hippocampus, (467) 263; (469) 159; (470) 269; (479) 106 Hxt2, (471) 103

Hirudin, (477) 199 Hydration, (465) 173

Histamine, (466) 148 Hydrogen exchange, (472) 27

Histamine H1 and H2 receptor, (473) 345 Hydrogen peroxide, (466) 213; (474) 53; (475) 121, (477) 175; (479) 25;
Histidine kinase, (478) 227 (486) 10

Histidine residues, (476) 190 Hydrogen sulfide, (476) 8

Histidine-containing phosphotransfer domain, (478) 227 Hydrogenase, (485) 200

Histone, (467) 169 Hydroperoxidase, (475) 117

Histone acetylation, (467) 169 Hydrophobicity, (484) 144

Histone deacetylase 1, (476) 248 Hydrostatic pressure, (470) 370; (475) 283

Histone deacetylation, (478) 77 4-Hydroxy-2-nonenal, (473) 249; (481) 117; (486) 270
Histone variant, (467) 169 8-Hydroxy-2’-deoxyguanosine, (472) 109; (473) 85
HIV-1, (469) 191; (471) 169; (477) 145 p-Hydroxybenzoate hydroxylase, (483) 131

HIV-1 reverse transcriptase, (484) 43 o-Hydroxyl fatty acid, (478) 26

HL-60, (475) 39; (476) 240 Hydroxyl radical, (477) 79; (486) 10

HL-60 cell, (470) 281 Hydroxylamine, (478) 133

HMG box, (481) 147 p-Hydroxyphenylpyruvate dioxygenase, (480) 301

'H NMR spectroscopy, (468) 161; (478) 147; (484) 169 Hydroxysteroid sulfotransferase, (475) 61
Holoenzyme, (484) 48 Hydroxytyrosol, (468) 159; (470) 341

Homeobox protein, (475) 170 Hyperfine sublevel correlation spectroscopy, (474) 228
Homocysteine, (486) 159 Hyperglycemia, (473) 207

Homologous pairing, (477) 129 Hyperoxia, (476) 253

Homologous recombination, (485) 29 Hyperprocessing, (472) 187

Homology model, (475) 11 Hypersensitive site, (467) 268

Homology modeling, (482) 119 Hyperthermophile, (467) 101

Homotetramer, (482) 113 Hyphantria cunea lectin, (467) 70

Hordeum, (480) 306 Hypochlorous acid, (483) 155

Hordeum distichum, (473) 292; (484) 55 Hypomethylation drug, (467) 47

Hormone, (478) 141 Hypoxia, (468) 53; (482) 125

Hormone nuclear receptor, (479) 41 Hypoxia-inducible factor-1 (HIF-1), (468) 53

Housefly, (470) 135

Hoxl1, (475) 170

HPLC, (486) 243

HPV-16 E6, (470) 221

HPV-16 E7, (470) 221 I
H-Ras P21, (477) 151

HslU ATPase, (477) 224

HSP47, (466) 19

Hsp70, (467) 348

HSP70, (474) 5 IBB domain, (484) 291
HSP70, (485) 153 Ich-1S-binding protein, (470) 360
Hsp90, (467) 111 Icosahedron, (482) 261
HT-29 cell, (474) 107; (477) 67 Idebenone, (467) 105
Human, (467) 231, 321; (468) 33; (471) 205; (472) 276, (474) 66, 175; IgA, (467) 268
(484) 199 IgA1l protease, (472) 287
Human o2-macroglobulin, (467) 235 IgE, (467) 239

Human adipocyte, (475) 150 IgE-binding, (484) 102
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IGF-1, (469) 57

IkB, (485) 53

IxB kinase, (472) 196

IKK, (474) 141

IL-2, (477) 55

IL-6 signaling, (484) 1

Iloprost, (484) 211

Image analysis, (475) 218

Imaging, (474) 137; (476) 145

Immaturity, (467) 7

Immediate early gene, (474) 213; (484) 189

Immune surveillance, (467) 211

Immunocytochemistry, (466) 29; (484) 285

Immunodetection, (484) 194

Immunofluorescence, (474) 93

Immunoglobulin G, (473) 349

Immunoglobulin gene, (467) 268

Immunohistochemistry, (480) 2

Immunoisolation, (469) 151

Immunolocalization, (482) 125

Immunomodulation, (467) 316

Immunoprecipitation, (480) 137; (482) 189

Immunoreceptor tyrosine-based activation motif, (472) 235

Immunoregulation, (483) 149

Immunostaining, (473) 222

Immunotherapy, (465) 39; (476) 266

Immunotoxin, (472) 241

Implicit solvent, (470) 257

Importin, (467) 169

Importin o, (468) 171

Importin B, (484) 291

Imprinting, (472) 230

In situ hybridization, (480) 137; (484) 229

In vitro binding assay, (486) 178

In vitro protein synthesis, (482) 185

In vitro reconstitution, (486) 281

Inactivation, (477) 161; (483) 125

Indo-1, (486) 257

Induced helix, (482) 154

Inducible gene expression, (467) 123

Inducible nitric oxide synthase, (472) 203; (478) 95; (483) 78

Inequivalence, (476) 113

Inflammation, (468) 176; (469) 52; (470) 1; (472) 259; (485) 53; (486)
217

Inflammatory cytokine, (465) 23

Inflammatory signal transduction pathway, (477) 219

Influenza virus, (473) 195; (481) 113

In-frame stop codon, (482) 102

Inhibition, (470) 285; (471) 173; (475) 263

Inhibition kinetics, (469) 203; (475) 1

Inhibition of protein synthesis, (480) 151

Inhibitor, (467) 81, 141; (473) 135; (476) 78, (477)219; (482) 91; (484) 1

Inhibitor of apoptosis protein, (481) 13

Inhibitor protein of mitochondrial ATPase, (482) 163

Inhibitory kinetics, (466) 183

Initiation of DNA replication, (484) 108

Initiation of translation, (480) 151

Initiator element (Inr), (466) 310

Initiator tRNA, (472) 247

Innate immunity, (467) 160; (486) 185

Inner membrane, (475) 213

Inorganic pyrophosphate, (486) 155

Inosine-5" monophosphate dehydrogenase, (478) 253

Inositol 1,4,5-trisphosphate receptor, (466) 29

Inositol phosphate, (468) 28

Inositol polyphosphate multikinase, (468) 28; (486) 300

Inositol(1,4,5)trisphosphate, (481) 240

Inositol-1,4-bisphosphate, (467) 321

INS-1E cell, (474) 66

Insect, (471) 67; (482) 189

Insect immunity, (467) 70

Insect sodium channel, (483) 175

Insecticidal toxin, (483) 175

Insertion sequence, (472) 22

In-situ hybridization, (481) 73

InsPg, (468) 28

Insulin, (466) 121; (467) 184, 226; (469) 163; (473) 24, 33; (479) 89;
(480) 101; (481) 261
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Insulin receptor, (469) 57; (475) 31; (479) 15
Insulin receptor kinase, (479) 67

Insulin receptor substrate, (472) 153; (482) 200
Insulin release, (479) 46

Insulin resistance, (469) 77; (472) 153

Insulin signaling, (472) 153

Insulin-like growth factor, (467) 226; (477) 27
Integral membrane protein, (472) 78
Integrase, (471) 169

Integrin, (468) 234; (469) 52; (475) 89, 225, (486) 89
Integrin a4Pl, (471) 182

Integrin promoter, (474) 201

Intein, (468) 155; (480) 221

Interaction, (474) 48; (479) 99; (480) 226
Intercalation, (470) 355

Intercellular communication, (466) 112
Interferon, (474) 38; (480) 132

Interferon-f, (466) 179

Interferon-v, (472) 259

Interleukin-1, (477) 73

Interleukin-1 receptor type I, (477) 73
Interleukin-1 receptor-associated kinase-1, (477) 73
Interleukin-4, (485) 122

Interleukin-6, (470) 15; (485) 53; (486) 143
Interleukin-9, (482) 200

Interleukin-10, (480) 132

Interleukin-12, (486) 261

Interleukin-18, (481) 245

Intermolecular nuclear Overhauser effect, (482) 109
Intermolecular thiol-disulfide exchange reaction, (471) 177
Internal dynamics, (470) 11

Intersectin, (478) 43

Interstitial telomere motif, (483) 43
Intersubunit contact, (483) 17

Intestinal absorption, (475) 127

Intestinal metabolism, (475) 127

Intracellular adhesion molecule-1, (470) 20
Intracellular Ca?*, (485) 94

Intracellular calcium, (484) 285

Intracellular membrane, (476) 234

Intracrine activity, (468) 6

Intracytoplasmic membrane, (482) 215
Intron, (473) 169; (474) 23

Intronless, (469) 39

Invariant chain, (485) 67

Invasin, (479) 111

Inverse agonist, (485) 157

Inverse Na™/glucose cotransport, (469) 98
Inverted repeat, (467) 41

Inward rectifier K channel, (466) 327
Inwardly rectifying K channel, (466) 115
2'lodo-6-isopropyl-3-methyl-2’,4,4’-trinitrodiphenylether, (486) 191
Ton channel, (466) 26; (476) 129, 234

Ion channel reconstitution, (476) 224

Ton cluster, (468) 48

Ion pump, (471) 99

Ton selectivity, (466) 115

Ion transport, (472) 78; (475) 291
Ton-coupled transporter, (476) 93

Tonic pore, (481) 131

Iron, (466) 135; (480) 161; (483) 11

Iron binding site, (471) 191

Iron homeostasis, (472) 283; (476) 134

Iron metabolism, (484) 271

Iron regulation, (485) 113

Iron stress, (485) 173

Iron-sulfur center, (466) 1

Iron-sulfur cluster, (466) 372; (479) 1
Iron-sulfur flavoenzyme, (473) 63
Irreversible neutral-pH inactivation, (475) 157
Isa/lscA protein, (476) 134
Ischemia/reperfusion, (485) 7

Islet amyloid polypeptide, (470) 55

Isochore, (471) 161; (472) 302

Isoflavone, (468) 166; (475) 127
(Iso)flavonoid, (469) 47

Isoform, (466) 249

B Isoform, (475) 107



78 Volumes 465-486 (2000)

Isomerization, (469) 9

Isopenicillin N synthase, (485) 142 L
Isopentenyl diphosphate, (473) 328

Isopentenyl diphosphate isomerase, (473) 328

Isoprenoid, (477) 170

Isoprenoid biosynthesis, (473) 328, 337; (481) 221

Isoprostane, (468) 33; (470) 1 o-Lactalbumin, (473) 269
Isoproterenol, (486) 310 B-Lactam biosynthesis, (485) 142
3-Isopropylmalate dehydrogenase, (468) 48 B-Lactamase, (470) 285

B-Lactamase gene, (481) 164
Lactase phlorizin hydrolase, (468) 166
Lactoferrin, (469) 5
Lacz, (486) 29
J LamB, (476) 129
Laminin, (470) 305; (482) 257
Laminin cleavage, (465) 2
Lamin-like protein, (480) 165
LAN-5 cell, (475) 17

Jacalin, (477) 190 Last step of the chlorophyll biosynthetic pathway, (486) 243
JAK/STAT pathway, (477) 219 Late embryogenesis abundant protein, (480) 118

Jak/STAT signaling, (470) 15 LC-MS, (469) 173

Japanese eel, (465) 12; (469) 39 Leader peptidase, (476) 229

Japanese encephalitis virus, (465) 74 Leader sequence, (484) 33

Jasmonate, (467) 296 Leaderless secretion, (481) 245

Junctin, (486) 178 Lectin, (469) 24; (474) 76; (476) 32; (477) 190

Jurkat T lymphocyte, (469) 196 Lectin-like oxidized low-density lipoprotein receptor, (467) 217
Jurkat T-cell, (475) 121 Legumain, (466) 244

Leishmania donovani, (473) 203
Lens, (478) 295
Leptin, (466) 264; (475) 150
Leptin receptor, (486) 33

K Leucine zipper, (479) 15; (481) 147
Leucine-rich acidic nuclear protein, (468) 171
Leucine-rich repeat sequence, (481) 19
Leukemia, (467) 291; (477) 203
Leukocyte activation, (477) 84

K™ channel, (466) 351; (473) 188 Leukocyte recruitment, (466) 143

K™ inward rectifying current, (474) 43 Leukocyte-function-associated antigen-1, (468) 234
K*-channel, (486) 117 Leukotriene C4, (474) 242

K-562 cell, (470) 281 Lewy body, (474) 116

Kaempferol, (471) 1 LFER, (475) 1

Kainate receptor, (469) 159 LHCI-730 heterodimer, (471) 89

K(Ca) channel gene, (469) 196 Library, (480) 63

KcsA, (477) 37 Library screening, (480) 32

170 kDa cytoplasmic linker protein, (465) 53 Licensing factor, (484) 17

KDR/Flk-1, (473) 161 Lichen, (480) 301

KDWK domain, (468) 203 Life cycle, (473) 212

Keratin 4 promoter, (473) 95 Life span extension, (474) 159

Keratin 5 promoter, (470) 263 Ligand, (466) 169; (484) 235

Keratinocyte, (474) 201 Ligand binding, (467) 87, 226; (472) 312
Keratinocyte cytotoxicity, (475) 71 Ligand binding domain, (476) 62; (484) 159
Keratinocyte proliferation, (475) 78 Ligand specificity, (479) 118

Ketone body, (466) 239 Ligand-binding domain, (479) 118

Kidney, (466) 26; (486) 213 Ligandin function, (465) 169

Kinase, (468) 37, 134; (477) 151 Ligand-protein interaction, (476) 62
5-Kinase, (476) 160 Light harvesting complex, (471) 71; (475) 103
Kinase activation loop, (469) 72 Light-dependent, (483) 47

Kinase activity, (475) 107 Light-harvesting complex, (471) 89
Kinesin, (466) 59 Light-harvesting complex II, (466) 385
Kinesin-like protein, (470) 70; (486) 285 Lignin biodegradation, (477) 79
Kinesin-related protein, (475) 47 Limb-girdle muscular dystrophy, (482) 13
Kinetic deuterium isotope effect, (481) 289 Limonoid, (469) 173

Kinetic model, (476) 113 Linoleic acid hydroperoxide, (466) 63
Kinetic parameter, (476) 113 Lipase, (483) 139

Kinetics, (467) 221; (473) 106 Lipid A, (465) 87

Kininogen, (467) 165 Lipid bilayer, (469) 179

Kir2.1, (466) 115 Lipid mediator, (478) 187

Kir7.1, (466) 115 Lipid metabolism, (473) 333

‘Knockdown’ resistance (kdr, super-kdr), (470) 135 Lipid peroxidation, (468) 33; (473) 145, 249; (474) 137; (481) 0, 117;
Knowledge representation, (480) 42 (486) 49, 270

Kringle domain, (474) 151 Lipid phase transition, (480) 123

Ku, (467) 311; (481) 81 Lipid raft, (467) 326

Kvl.5, (473) 188 Lipid second messenger, (476) 160

Lipid—protein interaction, (480) 123
Lipoamide dehydrogenase, (472) 57; (484) 12
Lipolysis, (469) 77; (475) 150
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Lipophilic peptide, (475) 71

Lipopolysaccharide, (467) 160; (469) 5; (473) 113, 345, (478) 221, (483)
57; (485) 53

Lipopolysaccharide binding, (467) 70

Lipopolysaccharide low responder, (478) 221

Lipoprotein, (467) 57

Lipoprotein(a), (478) 95

Liposome, (466) 381; (467) 52; (472) 293

Lipoxygenase, (468) 176; (474) 48; (480) 239

15-Lipoxygenase-1, (467) 341

Liquid chromatography—mass spectrometry, (471) 1

LIS1, (479) 57

Lithium, (465) 34; (467) 321

Liver, (466) 200, 239; (480) 132, 147

Liver mitochondrion, (472) 5

Liver regeneration, (470) 325

Liver transport, (474) 242

Liver X receptor, (484) 159

Localization, (477) 190; (478) 9

Long QT syndrome, (481) 197

Long terminal repeat, (472) 191

Loop exchange, (469) 57

Loricrin, (481) 53

Lovastatin, (484) 108

Low density lipoprotein, (472) 1

Low density lipoprotein oxidation, (470) 47

Low-abundance protein, (469) 155

Low-affinity Ca’*-binding, (466) 11

Low-affinity EF-hand, (465) 129

Low-density lipoprotein, (465) 83; (473) 249

Low-density lipoprotein receptor, (479) 118

loxP/Cre recombinase, (485) 29

LPA, (484) 69

L-type, (481) 73

L-type current, (483) 125

Luciferase, (465) 98; (467) 117

Luciferase assay, (467) 231

Luciferin, (481) 19

Lumican, (470) 178

Lung, (486) 310

Luteal immune cell, (472) 137

Luteal regression, (466) 279

Luteolysis, (472) 137

LY294002, (465) 69

Ly-GDlI, (467) 75

Lymphocyte, (466) 148

Lymphocyte-oriented kinase, (468) 234

Lysine rich peptide, (482) 154

Lysophosphatidic acid, (468) 189; (478) 159

Lysophosphatidylcholine, (467) 217

Lysosomal o-mannosidase, (484) 175

Lysosomal cysteine protease, (469) 29

Lysosome, (470) 35

Lysosome stability, (485) 104

Lysosomotropic detergent, (470) 35

Lysozyme, (486) 131

Lytic transglycosylase, (466) 389

M

M1 RNA, (472) 187

M2 protein, (473) 195

M2 proton channel, (473) 195

M13 bacteriophage, (480) 231

M210, (467) 285

M3 muscarinic receptor, (477) 253

Macrolide, (476) 186

Macrophage, (465) 93; (467) 155, 160, 211; (470) 35; (471) 75; (478)
178, 221; (483) 57, 78; (485) 147

Macrophage colony-stimulating factor, (466) 96

Macrophage colony-stimulating factor receptor, (480) 113

Macrophages, (466) 292
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Magic angle spinning 'H NMR, (486) 225

Magic-angle spinning, (480) 127

Magnaporthe grisea, (481) 141

Magnetic field, (478) 133

Main immunogenic region, (481) 127

Maintenance of sexual identity, (465) 165

Maize ribulose 1,5-bisphosphate carboxylase/oxygenase small subunit,
(481) 164

Major histocompatibility complex, (478) 178

Major house dust mite allergen, (484) 102

Major intrinsic protein, (481) 293

Malaria, (471) 165; (476) 84; (484) 246

Male germ line, (475) 7

Malignant cell transformation, (466) 11

Malondialdehyde, (466) 165

Malonyl-coenzyme A, (466) 183

Mammalian target of rapamycin, (486) 310

Manganese complex, (477) 113

Manganese peroxidase, (477) 79

Manganese stabilizing protein, (467) 137

Mannose 6-phosphate receptor, (476) 32

MAP kinase, (467) 1; (486) 275, 291

MAP kinase-activated protein kinase 1, (482) 44

MAP3K, (474) 141

MAPEG, (471) 78

MAPK, (471) 83

MAPK kinase, (480) 113

MAPKinase, (474) 29

Marine bacterium, (474) 165

Marsupial, (477) 49

Mash-1, (472) 53

Mass assay, (475) 57

Mass spectrometry, (484) 175; (485) 40

Mast cell, (467) 259; (470) 61

Mating type, (477) 193

Matrix, (475) 213

Matrix metalloproteinase, (478) 52

Matrix metalloproteinase-2, (481) 31

Matrix metalloproteinase-19, (478) 52

Matrix metalloproteinase-20, (478) 52

Matrix-assisted laser desorption ionisation mass spectrometry, (477) 8;
(484) 65

Matrix-assisted laser desorption/ionization time-of-flight mass
spectrometry, (472) 27

Maturation, (469) 39; (473) 254; (486) 2

Maturity-onset diabetes of the young, (479) 41

Maurocalcine, (469) 179

MC3T3-E1 osteoblastic cell, (479) 123

MC3T3-E1 osteoblast-like cell, (477) 27

MCT4, (479) 89

MDCK cell, (473) 76, 297

Mdm?2, (472) 93

MDM2, (478) 183

Mechano-sensitivity, (471) 137

MECP? gene, (481) 285

Medaka, (483) 143

Mediator, (484) 48

Mediterranean diet, (468) 159

MEF2, (472) 53

Mei2, (472) 254

Meiosis, (472) 254

MEK-independent Raf signaling, (467) 1

Melanocyte, (476) 198; (480) 156

o-Melanocyte stimulating hormone, (476) 198

Melanogenesis, (478) 57

Melanoma, (473) 27; (480) 156; (483) 11

Melanoma cell, (473) 241

Melanosomal pH, (478) 57

Melanotransferrin, (483) 11

Membrane, (476) 22, 27; (477) 249; (479) 89; (481) 96

Membrane assembly, (476) 42

Membrane association, (484) 125

Membrane attachment, (476) 208

Membrane binding, (484) 241

Membrane biogenesis, (476) 277

Membrane cytoskeleton, (482) 1

Membrane domain, (469) 52

Membrane fusion, (467) 52; (477) 145



80

Membrane interaction, (472) 17

Membrane microdomain, (473) 89

Membrane permeabilization, (478) 123

Membrane potential, (475) 267; (480) 265

Membrane protein, (467) 195; (472) 225; (476) 229; (482) 215; (483)
99; (486) 267

Membrane targeting signal, (471) 23

Membrane traffic, (476) 32

Membrane trafficking, (470) 51

Membrane translocation, (482) 265

Membrane type matrix metalloproteinase 1, (481) 227

Membrane-type 4 matrix metalloproteinase, (480) 142

Membrane-type 6 matrix metalloproteinase, (480) 142

Menadione, (472) 57

Ménage a troisl, (484) 17

Meprin, (465) 2

MerC, (472) 78

4-Mercaptoimidazole, (486) 19

Mercury inhibition, (465) 110

Mercury resistance, (472) 78

MerF, (472) 78

MerT, (472) 78

Mesenchymal condensation, (469) 83

Mesenchyme forkhead-1, (470) 29

Mesothelial cell, (480) 95

Mesothelioma, (480) 95

Metabolic control analysis, (475) 145

Metabolic regulation, (476) 47

Metabolism, (475) 263

Metabolite variation, (484) 169

Metabonomics, (484) 169

Metabotype, (484) 169

Metal cation binding, (473) 269

Metal exchange, (467) 221

Metal ion binding, (476) 190

Metal substitution, (465) 173

Metal-ion binding site, (470) 331

Metallo-B-lactamase, (467) 221

Metalloprotease, (478) 13, 267; (481) 91

Metalloproteinase, (473) 275

Metallothionein, (479) 146

Metastasis, (467) 211

[1-1*C]Methacrylic acid, (466) 45

Methanobacterium thermoautotrophicum, (485) 200

Methanococcus jannaschii, (471) 99; (472) 213; (485) 200

Methanogenic archaea, (485) 200

Methanopyrus kandleri, (485) 200

Methoxyacetaldehyde, (476) 306

Methyl methanesulfonate, (469) 123

Methylammonium, (467) 273

N-Methyl-p-aspartate receptor, (470) 139

Methylarginine, (478) 1

Methylated oligogalacturonate, (467) 333

Methylerythritol, (465) 157

2-Methoxyethanol, (476) 306

Metzincin, (484) 224

Mevalonic acid, (473) 328

MHC, (485) 67

MIC-1, (470) 77

Micelle, (482) 109; (484) 280

Microarray, (480) 2, 17

Microbody, (484) 82

Microcalorimetry, (480) 261

Microdomain, (477) 249

Microfluorescence, (477) 33

Microgravity, (477) 135

Microinjection, (473) 363; (475) 139

Microspore-derived culture, (481) 189

Microtubule, (465) 34; (466) 59; (468) 84; (483) 37

Microtubule assembly, (484) 265

Microtubule dynamic, (470) 93

Microtubule-associated protein, (483) 37

Microtubule-interacting protein, (473) 19

Microvillus, (467) 179

Migration, (477) 258; (486) 252

Min mouse, (476) 203

Minichromosome maintenance 7, (484) 17

Minor coat protein, (480) 231
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Minor groove binder, (471) 173

Misfolded protein, (483) 32

Missense mutation, (478) 216; (481) 285

Misshapen/NIKs-related kinase, (469) 19

Mitochondria, (480) 265

Mitochondrial, (486) 297

Mitochondrial disease, (467) 175

Mitochondrial DNA, (474) 1

Mitochondrial DNA conformation, (480) 161

Mitochondrial DNA synthesis, (474) 129

Mitochondrial electron transport, (481) 141

Mitochondrial hydroxymethylglutaryl-CoA synthase, (475) 163

Mitochondrial import, (476) 301

Mitochondrial localization, (470) 319

Mitochondrial membrane potential, (468) 43; (469) 186; (478) 290

Mitochondrial permeability transition, (473) 177

Mitochondrial permeability transition pore, (484) 61

Mitochondrial protein import, (465) 135; (468) 101

Mitochondrial T3 receptor, (482) 71

Mitochondrial transcription, (480) 161

Mitochondrial translation, (483) 62

Mitochondrial transmembrane potential, (465) 47; (475) 218

Mitochondrial tRNA, (467) 175

Mitochondrion, (466) 6, 305; (467) 27, 155; (468) 239; (469) 186; (470)
35, 365; (471) 108, 113, 201, 235; (472) 293, (473) 27, 177, (474) 1;
(475) 139,218,267 (476) 22,27, 118, 134; (477) 141, (478) 4, 72, 89,
267, 290; (480) 193, 197; (481) 42, 91; (482) 6, 71; (483) 119; (484)
253; (485) 19; (486) 257

Mitogen, (466) 200

Mitogen activated protein kinase, (472) 45

Mitogen- and stress-activated protein kinase 1, (482) 44

Mitogen-activated protein kinase, (468) 37; (469) 19, 163; (472) 50,
159; (473) 33; (474) 146, 169, 217, (478) 100; (482) 169; (484) 55;
(486) 230

Mitogen-activated protein kinase p38, (483) 57

Mitogen-activated protein kinase phosphatase, (484) 189

Mitogen-activated protein kinase phosphatase 1, (474) 146

Mitogenesis, (467) 184

Mitogenic activity, (475) 97

Mitogillin, (466) 87

Mitotic exit, (468) 142

Mitotic spindle, (475) 47; (478) 281

MK571, (474) 107

mnn2, (475) 111

Modeling, (473) 127; (479) 141; (486) 2

Modular domain, (471) 229

Modular evolution, (479) 1

Moesin phosphorylation, (466) 70

Molecular biology, (465) 39; (469) 196

Molecular biology database, (480) 42

Molecular chaperone, (467) 111; (470) 93; (475) 27; (476) 38

Molecular cloning, (466) 54

Molecular diversity, (470) 189

Molecular dynamics, (465) 8; (470) 257; (473) 195, (477) 37

Molecular evolution, (467) 189; (473) 303; (480) 55; (486) 167

Molecular modeling, (481) 68, 141; (482) 175; (483) 131

Molecular packing, (482) 242

Molecular phylogeny, (470) 300

Molecular recognition, (470) 239; (476) 62; (479) 93

Molecular repertoire, (480) 49

Mollusc, (486) 185

‘Molten globule’ structure, (467) 137

Molybdenum, (470) 216; (482) 149

Mona, (480) 113

Mono carboxylate transporter 1 (MCT1), (479) 89

Monoclonal antibody, (468) 225; (469) 24; (473) 222; (481) 127; (484)
43

Monocot mannose-binding lectin, (468) 19

Monocyte, (471) 75

Monomer, (471) 240; (482) 159

Monomeric structure, (467) 353

MOR-1, (466) 337

Morphine, (466) 337; (470) 309

Morphine-6f3-glucuronide, (466) 337

Morphogenetic movement, (482) 37

Morphology, (486) 203

Mosaic particle, (478) 127

Mossbauer spectrum, (479) 149



Volumes 465-486 (2000)

mot-2, (474) 159

Motility, (466) 59; (484) 69

Motor, (480) 293

Motor neuron disease, (486) 99

Motor protein, (474) 16

Mouse embryo, (467) 263

Mouse macrophage, (478) 95

Mouse testis, (481) 147

MPM-2, (483) 37

3.1 mRNA, (479) 146

mRNA damage, (472) 14

mRNA export, (468) 28

mRNA processing, (480) 156

mRNA slot-blot quantitation technique, (465) 115
mRNA stability, (483) 57

mRNA stabilization, (475) 283

mRNA subtraction, (469) 67

mRNA variant, (465) 119

mSin3A, (476) 248

MSSP, (475) 209

Mtsl, (475) 187

Mucin, (470) 305

Mucin secretion, (478) 113

Multidrug resistance, (466) 219; (469) 47; (470) 156; (480) 127
Multidrug resistance protein, (474) 107
Multidrug resistance protein 1, (469) 47
Multigene family, (481) 47

Multi-ion pore, (466) 115

Multiple alignment, (473) 1

Multiple EF-hand, (466) 11

Multiple native conformer, (480) 235

Multiple PDZ domain containing protein, (482) 54
Multiple sclerosis, (475) 205

Multisubstrate inhibitors, (483) 181
Multiwavelength anomalous diffraction, (467) 37
Muscle, (480) 293 (481) 266

Muscle atrophy, (477) 135

Muscle development, (474) 71

Muscle regeneration, (474) 71

Muscular dystrophy, (474) 71

Mussel, (486) 185

Mutagenesis, (482) 113; (484) 144

Mutagenesis of iron-sulfur cluster ligand, (466) 372
Mutant, (467) 285; (474) 151

Mutant &t (bacteriophage A), (472) 217

Mutant otA-crystallin, (480) 79

Mutant KcsA, (472) 83

Mutant recombinase, (471) 147

Mutation, (465) 53; (472) 22; (473) 149; (479) 35; (480) 201
Mxi2, (474) 169

Myc, (474) 146

myc intron binding polypeptide, (474) 23
Mycobacterium, (473) 358; (480) 221; (486) 126
Myelin basic protein kinase, (484) 55

Myelin transcription factor 2, (473) 363
Myelopeptide, (470) 281

Myeloperoxidase, (484) 139, 280

Myoblast differentiation, (472) 297

Myocarditis, (472) 109

Myocardium, (485) 7

Myocyte-specific enhancer binding factor 2C, (477) 135
MyoD, (467) 123; (474) 233

Myofilament, (480) 298

Myogenesis, (467) 123; (474) 233

Myogenic factor, (467) 123

Myoglobin, (470) 203

MyoM, (474) 16

Myosin, (466) 267; (474) 16; (480) 293

Myosin I, (484) 125

Myosin light chain kinase, (466) 346; (472) 148; (480) 298
Myosin light chain phosphatase, (466) 346
Myosin light chain phosphorylation, (466) 70
Myosin phosphatase, (475) 197; (484) 113
Myosin phosphatase target subunit 1, (484) 113
Myotonic dystrophy protein kinase, (475) 273
Myotube formation, (472) 297

Mpyristilation, (480) 226

Myrosinase, (467) 296; (468) 243

Myticin, (486) 185
Mytilin, (486) 185

N

Na™ channel, (465) 18; (471) 205; (473) 265

Na™ pump, (474) 165

Nat/H* exchanger, (473) 203

Na*-translocating NADH-quinone reductase, (474) 165
Na,K-ATPase, (481) 217; (482) 144

NADH :quinone reductase, (467) 105

NADH :ubiquinone oxidoreductase, (479) 1
NADH-ubiquinone oxidoreductase, (485) 1

NADPH oxidase, (467) 253; (472) 1; (476) 52, 218; (486) 252
NAD(P)H redox state, (478) 29

NADPH :protochlorophyllide oxidoreductase, (483) 47
NADPH :protochlorphyllide oxidoreductase, (480) 306
NAD(P)H-(disulfide)-oxidoredeductase, (467) 105
NADPH-protochlorophyllide oxidoreductase, (474) 133
NADP-malate dehydrogenase, (471) 240

Naive CD4" T cell, (465) 28

Nano-electrospray mass spectrometry, (485) 99
NAP-1, (467) 169

1,4-Naphthoquinone, (467) 27

Nascent peptide, (482) 185

NCl, (486) 247

Nex, (475) 170

NDH-2, (467) 105

NDST-1, (467) 7

Necrosis, (470) 35

Nedd4, (466) 377

Nef, (466) 233

Neighbourhood, (476) 8

Neoxanthin synthase, (485) 168

Nephrogenic diabetes insipidus, (466) 101
Nephrotoxicity, (478) 147

Nerve growth factor, (472) 143; (482) 169

Nervous system, (482) 189

netrin 1, (480) 63

Neuraminic acid synthesis, (470) 315

Neurite outgrowth, (482) 257

Neuroblastoma, (480) 156; (486) 281
Neurodegeneration, (476) 89; (481) 227
Neurodegenerative disorder, (474) 116

Neurogenesis, (470) 198; (472) 53

Neurohypophysis, (482) 131

Neurokinin A, (486) 43

Neuron, (478) 9; (486) 121

Neuronal cell, (469) 118

Neuronal ceroid lipofuscinosis (Batten disease), (468) 1
Neuronal differentiation, (480) 283; (486) 291
Neuropeptide Y, (475) 150; (484) 229

Neuropeptide Y Y receptor, (475) 150

Neuropilin, (486) 68

Neurotensin, (483) 109

o-Neurotoxin, (473) 303

Neurotransmitter receptor, (482) 189
Neurotransmitter reuptake, (470) 51

Neurotrophin, (470) 113

Neutral salt, (472) 67

Neutrophil, (469) 5; (473) 217

Neutrophil activation, (469) 52

Neutrophil elastase, (484) 184

NF-AT, (470) 273

NF-kB, (465) 23, 64; (468) 129, 134; (472) 203; (485) 7
N-Glycan, (472) 105; (473) 349

N-Glycosidase, (470) 239

N-Glycosylation, (478) 246

NH; permeability, (465) 110

Niacin, (475) 237

Nicotiana tabacum, (468) 15; (479) 19

Nicotinamide, (474) 11
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Nicotinic acetylcholine receptor, (476) 287

[NiFe] hydrogenase, (473) 254; (479) 1

[NiFe]-hydrogenase, (466) 259; (485) 1

nifH, (478) 192

nifHDK, (482) 149

Nitrate reductase, (468) 89; (470) 216; (480) 217

Nitrate transport, (466) 225

Nitric oxide, (465) 93; (467) 155; (468) 89, 176; (474) 175; (475) 93, 257,
263;(476)253;(477)258; (478)95,221; (479) 25; (483) 78; (484) 207,
253

Nitric oxide synthase, (466) 187; (473) 58; (475) 35; (478) 1; (482) 65

Nitrile, (465) 173

Nitrite, (468) 89; (475) 93, 263

Nitrite production, (475) 35

Nitrogen assimilation, (468) 89; (476) 282

Nitrogen fixation, (470) 7

Nitrogen regulation, (467) 273

Nitrogenase, (468) 231; (478) 192; (482) 149

3-Nitrotyrosine, (484) 207

Nitroxide, (471) 187

Nitroxide spin label, (471) 187

NK cell, (483) 78

NK-1 receptor, (486) 43

N-linked glycosylation, (466) 179; (473) 233

NM31, (479) 146

NMR spectroscopy, (478) 137; (479) 93

nNOS inhibition, (485) 109

Nociception, (473) 157

Nociceptor, (481) 131

Nodulin 26, (465) 110

Noise analysis, (476) 224

N-Oligosaccharide, (475) 111

Non-clathrin coat protein y-COP, (482) 31

Non-competitive antagonist, (481) 131

Non-exchangable nucleotide, (476) 155

Non-glycosylated mutant, (467) 31

Non-homologous end joining, (467) 311

Non-Michaelian profile, (471) 219

Non-photochemical quenching, (471) 71

Non-radioactive calmodulin overlay assay, (471) 133

Non-sorted secretion, (473) 297

Non-specific binding, (467) 31

Non-steroidal anti-inflammatory drug, (480) 193

Non-structural viral protein, (469) 191

Non-symbiotic hemoglobin, (482) 125

Nordihydroguaiaretic acid, (470) 25

Normal cell, (482) 193

Normal human diploid fibroblast, (474) 159

Novel protein, (470) 227

NRK cell, (466) 160

NS3 protein, (465) 74

5N spin relaxation, (470) 11

NT?2 cell, (486) 121

N-terminal domain, (466) 385

N-terminal fusion, (485) 29

N-terminus, (465) 59

Nuclear distribution, (471) 215

Nuclear export, (468) 65

Nuclear factor I, (484) 118

Nuclear factor kB, (465) 93; (467) 160, 299; (472) 45, 109, 196; (481) 3;
(485) 195

Nuclear factor of activated T cell, (472) 235

Nuclear factor Y, (480) 84

Nuclear import, (484) 291

Nuclear localization, (482) 209

Nuclear localization signal, (467) 150; (468) 171; (484) 118

Nuclear magnetic resonance, (465) 157; (466) 333; (468) 101, 149; (469)
168;(472)247;(473) 106, 157; (475) 157; (476) 287 (477) 8; (482) 25,
109; (484) 241; (485) 81

Nuclear magnetic resonance spectroscopy, (470) 125; (479) 118; (480)
127; (485) 76

Nuclear magnetic resonance structure determination, (482) 220

Nuclear matrix, (467) 359; (472) 62

Nuclear pore complex, (476) 145

Nuclear protein, (465) 153

Nuclear protein import, (468) 171

Nuclear receptor, (465) 12; (476) 62

Nuclear receptor coactivator, (469) 118; (485) 195
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Nuclear reconstitution, (480) 208

Nuclear retention signal, (484) 22

Nuclear transcription factor-xB, (473) 113
Nuclear translocation, (477) 106

Nucleolus, (480) 25

Nucleomorph, (471) 191

Nucleophile, (484) 175

Nucleoside, (481) 137

Nucleoside analog, (474) 129

Nucleoside kinase, (474) 129

Nucleosome, (480) 208

Nucleosome mobility, (476) 68

Nucleotide, (466) 75; (475) 287; (477) 151
Nucleotide analogues, (483) 181

Nucleotide binding, (483) 1

Nucleotide excision repair, (465) 161; (476) 174
Nucleotide substrate specificity, (466) 363
Nucleus, (476) 145, 234; (477) 27, 73; (482) 205; (486) 230
NUDE, (479) 57

NUDF, (479) 57

O

O,~ production, (467) 253

04, (478) 276

Obg, (484) 29

Okadaic acid, (472) 153

Ole ¢ 8, (466) 192

Oleandomycin, (476) 186

Olfactory neuron, (483) 143
Oligodendrocyte, (486) 121
Oligodendrocyte progenitor cell, (478) 276
Oligodeoxynucleotide, (486) 126
Oligomer, (482) 159

Oligomerization, (467) 279; (469) 105; (481) 37; (483) 99
Oligosaccharide, (471) 219

Olive oil, (468) 159; (470) 341

Olive pollen allergen, (466) 192

OmpT, (468) 220

Oncogene, (474) 184

Oncogenic c-Kit, (482) 54

Oncogenic transformation, (466) 160
Onconase, (477) 203

One-electron reduction potential, (471) 125
Oocyte, (469) 98; (483) 27; (484) 285; (486) 14
OPC-21268, (466) 255

Opioid, (473) 157

x-Opioid, (477) 273

Opioid dependence, (485) 157

Opioid receptor, (470) 309

8-Opioid receptor, (480) 156

k-Opioid receptor, (473) 101

Opsin, (468) 181; (486) 167

Optical bistability, (482) 247

Optical trap, (480) 293

Oral keratinocyte, (477) 268

Organ bath, (476) 253

Organic cation transporter, (473) 173
Organization, (473) 303

Oriented lipid bilayer, (482) 220

Origin of life, (476) 8

Oryza, (471) 201

Oryza sativa L., (471) 245

Oscillation, (477) 33

Osmoregulation, (483) 87; (485) 127
Osmotic shock, (469) 123

Osmotic stress, (472) 159; (474) 179, 217; (481) 240
Osmotic water permeability, (475) 291
Osteoblast, (465) 103; (470) 29; (475) 201
Osteoblast maturation, (471) 119
Osteoclast, (473) 161

Osteoclastogenesis, (486) 23
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Osteoporosis, (471) 119

Outer membrane protein, (468) 220

Oval cell, (470) 325

Ovarian tumor, (465) 165

Overexpression, (471) 99; (482) 215

Ovothiol, (486) 19

Oxidation, (465) 83

Oxidation rates, (472) 221

Oxidative balance, (473) 311

Oxidative damage, (485) 142

Oxidative folding, (480) 175

Oxidative phosphorylation, (468) 239; (475) 84; (480) 265

Oxidative stress, (466) 187; (467) 245; (468) 43; (470) 1; (472) 14; (473)
24 (477) 175; (478) 29; (481) 42; (482) 19, 237, (483) 149; (485) 104

Oxidized LDL, (467) 217

Oxidized low density lipoprotein, (466) 70; (471) 34; (472) 1, (483) 155

2-Oxoglutarate, (481) 117

2-Oxoglutarate-dependent dioxygenase, (467) 353

Oxygen, (480) 179

Oxygen deprivation, (471) 201

Oxygen electrode, (486) 10

Oxygen evolution, (480) 271

Oxygen free radical, (469) 5

Oxygen radical, (476) 8; (477) 175; (486) 217

Oxylipin, (466) 63

Oxysterol, (478) 113

Oyxgenase, (485) 142

P

12p12, (473) 233

3P, (480) 127

P protein, (467) 279

P2, (468) 11

P2Y receptor, (475) 39

P2Y 1, (475) 39

P2Y5, (475) 39

P3abc, (466) 273

pl15INK4b (470) 161

pl15mk4b (483) 160

pl6™NK4a 1470y 161

pl18™NKée (470) 161

P19 cell, (473) 19

pl19INK4d "(470) 161

p216iPL, (483) 160

p21WAF (472) 50

p21¥afl (470) 211

p274irl [ (472) 50

p38, (474) 169

p38 MAP kinase, (465) 23

p38 Mitogen-activated protein kinase, (467) 253; (476) 198; (485) 94,
117; (486) 23

p42 Mitogen-activated protein kinase, (478) 39

P53, (465) 124; (470) 77, 221; (474) 213; (477) 67; (478) 183; (485) 7

p53 Conformation, (472) 93

p53 Protein, (481) 152, 159

p53-Binding protein 2, (465) 124

p53-Inducible gene, (481) 57

P56k, (480) 226

p57KiP2_ (483) 160

P85, (466) 96

p97 ATPase, (466) 287

p130, (471) 29

p190 RhoGAP, (472) 117

P450 content, (466) 187

Paclitaxel, (478) 221

PA-FABP, (486) 149

Pain, (467) 249; (481) 131

Pairing, (485) 35

Palmitoylation, (468) 231; (478) 173

Palmitoylcarnitine, (478) 19

Palytoxin, (482) 144
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Pancreas, (477) 33; (480) 101

Pancreatic acinus, (484) 129; (486) 63

Pancreatic B-cell, (479) 41, 46

Pandinus imperator, (471) 165

Panicum mosaic virus, (485) 25

Pantetheinase, (483) 149

Papain family, (469) 203

Para-bromophenylalanine, (467) 37

Parallel B-helix, (470) 173

Paralogous gene, (470) 300

Paramecium, (469) 203

Parkinson’s disease, (474) 116

Parotid acinar cell, (477) 253

Partially folded intermediate, (471) 177

Particulate vaccine carrier, (481) 169

Patch clamp, (466) 351; (480) 89

Patch-clamp recording, (479) 136

Patch-clamp technique, (469) 196

Pathogenic gene, (476) 42

Pathogenic Neisseria species, (472) 287

Pathway, (480) 32

Pattern discovery, (480) 17

PAX4, (480) 101

PB2, (481) 113

Pb(Il), (473) 67

PC12 cell, (472) 39, 143; (477) 273; (482) 169, 257; (484) 189

PD 153035, (474) 195

PDGF-RB, (471) 51

PDZ domain, (480) 55, 249; (482) 54, 65

Pegl/Mest, (472) 230

Penetratin, (482) 265

Pentose phosphate pathway, (475) 145; (480) 261

Pepstatin, (481) 101

Peptaibol, (466) 333

Peptide, (466) 75

Peptide binding, (469) 168; (481) 249

Peptide conformation, (470) 139

Peptide hormone receptor, (469) 142

Peptide hormone receptor activation, (470) 331

Peptide nucleic acid, (473) 241

Peptide synthetase, (467) 117

Peptide YY, (475) 150

Peptide-binding domain, (465) 98

Peptide-lipid interaction, (477) 145

Peptidyl-prolyl cis/trans isomerase, (478) 39

Per, (477) 106

Perl, (465) 79

Per2, (465) 79

Perfusion, (477) 89

Peribacteroid membrane, (465) 110

Peripheral blood monocyte/macrophage lineage, (473) 345

Peripheral mononuclear cell, (476) 240

Peripheral nerve, (467) 249

Permeability transition, (481) 42

Permeability transition pore, (466) 305; (472) 293; (478) 29; (480) 89

Peroxidase, (471) 245

Peroxidation, (466) 165

Peroxide, (476) 52

Peroxin, (476) 42

Peroxisomal enzyme, (476) 150

Peroxisomal membrane protein, (471) 23

Peroxisomal membrane targeting, (471) 23

Peroxisomal protein import, (476) 42

Peroxisome, (466) 183; (471) 23

Peroxisome proliferator, (473) 85; (478) 4

Peroxisome proliferator-activated receptor, (471) 34; (473) 333; (475)
201; (478) 4; (482) 71; (486) 261

Peroxisome proliferator-activated receptor activation, (471) 119

Peroxisome proliferator-activated receptor & agonist, (473) 333

Peroxisome proliferator-activated receptor-o. null mouse, (475) 163

Peroxyacetic acid, (479) 149

Peroxyl radical, (484) 139

Peroxynitrite, (466) 187; (468) 89; (475) 93; (484) 207; (486) 19

Peroxyzome proliferator-activated receptor, (467) 259

Pertussis toxin, (477) 273; (483) 109

Pervanadate, (467) 61

Petunia hybrida, (467) 353

PEXI11, (484) 82
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PGE synthase, (471) 78

P-glycoprotein, (466) 219

PGYI/MDRI, (475) 181

pH, (466) 351; (476) 113

pH gating, (473) 195

pH stability, (469) 29

pH translocation pathway, (480) 271

Phage display, (471) 229; (475) 225; (476) 296; (480) 49, 55, 231

Phage lambda, (476) 129

Phage-displayed random peptide library, (466) 381

Phagocytosis, (467) 253; (485) 147

Phagosome, (478) 178

Phanerochaete chrysosporium, (477) 79

Pharmacology, (483) 175

Phenobarbital, (471) 78

Phenol, (468) 159

Phenotype, (484) 169

Phenotypic modulation, (469) 67

Phenylalanine replacement, (467) 37

Phenylalanyl-tRNA synthetase, (467) 37

Phenylpropanoid metabolism, (467) 117

Pheromone signaling, (467) 111

Philadelphia*-acute lymphoblastic leukemia, (466) 367

PhoA, (478) 13

Phorbol 12-myristate 13-acetate, (473) 42; (477) 244

Phorbol ester, (473) 113

Phosducin-like protein, (480) 184

Phosphatase, (467) 321; (468) 37

Phosphate starvation, (486) 155

Phosphatidic acid, (476) 160

Phosphatidyl serine, (465) 47

Phosphatidylcholine, (479) 51; (484) 280; (486) 63

Phosphatidylethanol, (486) 63

Phosphatidylethanolamine, (476) 277; (481) 0

Phosphatidylinositol, (479) 51

Phosphatidylinositol 3-kinase, (466) 355; (472) 45, 203; (473) 113, 217,
222; (476) 218; (485) 147; (486) 38

Phosphatidylinositol 3,4,5-trisphosphate, (473) 217

Phosphatidylinositol 3,4-P,, (473) 222

Phosphatidylinositol 4-phosphate 5-kinase, (476) 160

Phosphatidylinositol 5-phosphate, (475) 57

Phosphatidylinositol phosphate, (473) 280

Phosphatidylserine, (482) 205

3’-Phosphoadenosine 5’-phosphate, (467) 321

Phosphodiesterase, (480) 277

Phosphoenolpyruvate carboxykinase, (481) 209; (483) 114

6-Phosphofructo-2-kinase, (480) 261

Phosphoinositide, (486) 230

Phosphoinositide 3-kinase, (484) 184; (485) 62

Phospholamban, (481) 255

Phospholipase, (483) 109

Phospholipase A, (466) 135,292; (471) 34; (475) 242; (478) 187; (484)
61

Phospholipase A; inhibitor, (485) 76

Phospholipase A, receptor, (478) 187

Phospholipase C, (466) 228; (469) 44; (481) 240; (486) 230

Phospholipase Cyl, (470) 273; (472) 45; (486) 136

Phospholipase D, (467) 326; (473) 10; (475) 242; (479) 51; (486) 63

Phospholipid, (471) 34; (477) 249; (486) 57

Phospholipid flip-flop, (476) 277

Phosphorelay in Escherichia coli, (470) 118

Phosphorothioate, (473) 106

Phosphorylation, (465) 34; (466) 267; (467) 17, 279; (471) 83, 151;
(472) 117, (474) 233; (475) 111, 131; (477) 106; (478) 183; (479) 83;
(480) 25, 226; (482) 44; (484) 265; (485) 99; (486) 230, 270

Phosphorylation site, (467) 239

Phosphotyrosine phosphatase inhibitors, (478) 233

Photo-activated affinity modification, (477) 263

Photoactive yellow protein, (486) 52

Photoaffinity labeling, (486) 43

Photoconversion, (480) 306

Photocycle, (466) 67; (472) 263; (482) 247

Photoinduced destabilization, (467) 52

Photoinhibition, (483) 169; (486) 191

Photoisomerization, (482) 252

Photopigment, (473) 316

Photoprotection, (481) 101

Photoreaction, (476) 171
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Photoreceptor, (470) 107; (482) 247

Photosynthesis, (467) 285; (469) 9; (477) 113; (479) 72

Photosynthetic antenna complex, (480) 73

Photosynthetic gene, (479) 19

Photosynthetic oxygen evolution, (477) 113

Photosynthetic reaction center, (472) 114

Photosystem, (483) 169

Photosystem 1, (471) 89; (479) 72; (485) 173

Photosystem II, (467) 137; (475) 103; (477) 113; (480) 271

Phototransduction, (470) 336

Phycobilin lyase, (469) 9

Phycobiliprotein, (469) 9

Phycocyanin, (483) 169

Phylogenetic analysis, (473) 139; (482) 31

Phylogenetic relationship, (476) 3

Phylogeny, (473) 316

Physiological function, (484) 169

Phytase, (472) 169

Phytochrome, (469) 9; (470) 107; (482) 252

Phytoestrogen, (468) 166

Phytosulfokine-a., (470) 97

Phytotoxin, (480) 301

PI3'-K, (471) 51

PI 3-kinase, (465) 69; (484) 179

Pichia pastoris, (468) 137

Picornain 2A, (481) 289

Picornavirus, (480) 151

Picosecond time-resolved fluorescence, (477) 157

Pigment biosynthesis, (486) 243

Pim-1, (467) 17

Pineal, (468) 181; (473) 316

Pineal organ, (483) 143

Pinus, (477) 237

Pituitary adenylate cyclase activating polypeptide, (469) 142; (484) 189

pK, value, (477) 21

PKC, (484) 179

Placental alkaline phosphatase, (469) 163

Plant, (471) 161; (472) 302; (475) 139; (476) 78, 145, (480) 255; (483)
43; (486) 73

Plant mitochondria, (474) 53

Plant mitochondrion, (470) 88; (475) 213

Plant telomerase regulation, (467) 305

Plasma, (475) 52

Plasma desorption mass spectrometry, (465) 87

Plasma membrane, (482) 225; (484) 125

Plasma membrane calcium pump, (483) 99

Plasmid R1, (466) 389

Plasmin, (474) 151

Plasminogen, (474) 151

Plasminogen activation, (476) 166

Plasminogen activator inhibitor 1, (475) 192

Plasminogen activator inhibitor type 2, (482) 75

Plasmodium, (471) 165

Plasmodium falciparum, (476) 84; (484) 246

Plasticity, (477) 99

Platelet, (466) 197, 355; (467) 201; (468) 189; (470) 113; (473) 119;
(475) 57, 89; (484) 199

Platelet activation, (471) 12; (477) 199; (484) 184

Platelet aggregation, (483) 155

Platelet shape change, (466) 70

Platelet-activating factor, (469) 44; (479) 57, 63

Platelet-activating factor acetylhydrolase, (479) 57

Platelet-derived growth factor, (477) 27

Platelet-derived growth factor receptor, (472) 129

Platelet-derived growth factor/vascular endothelial growth factor
family, (475) 97

PLC-y1, (471) 51

Pleckstrin homology domain, (478) 216, 253

Pleiotropic drug resistance, (470) 156

Plexin, (486) 68

Plipastatin, (485) 76

Pmp22p, (471) 23

Point mutation, (472) 14

Pokeweed antiviral protein, (472) 241

Pol, (466) 233

Polo kinase, (483) 37

Poly(ADP-ribose) polymerase, (474) 11

Polyamine oxidase, (476) 150
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Polyene macrolide, (478) 137

Polymer statistic, (466) 283

Polymerization, (476) 155

Polymorphism, (466) 264; (473) 149; (486) 163
Polymorphonuclear leukocyte, (467) 253; (474) 137
Polymyxin B, (470) 151

Polyoma virus enhancer binding protein 20, (470) 125
Polyomavirus, (467) 359

Polyomavirus VP1, (478) 281

Polypeptide release factor, (472) 213
Polyphenol, (470) 341

Pore, (485) 57

Pore structure, (482) 144

Porin, (469) 93; (476) 129

Positron emission tomography, (467) 211
Posttranscriptional gene silencing, (467) 41
Post-transcriptional modification, (467) 175
Post-translational modification, (465) 173; (473) 292, 358; (475) 131
Potassium, (480) 179

Potassium channel, (474) 99; (477) 37; (480) 137; (481) 197; (482) 59
Potassium ion, (477) 37

Potassium transport, (486) 93

Potato carboxypeptidase inhibitor, (472) 27
Potato leafroll polerovirus, (484) 33
Potentiometric stain, (475) 218

Poxvirus, (475) 1

PPAR, (484) 37

PPR motif, (480) 255

PRAME, (466) 367

Preadipocyte, (469) 77

Precoupling, (485) 157

Prediction, (486) 267

Prenyltransferase, (481) 68

Presenilin, (465) 53

Pressure, (477) 89

Pressurization, (470) 370

Pre-steady-state kinetics, (472) 312

pre-tRNA, (472) 179

Primary hepatocyte, (478) 141

Primary quinone, (472) 114

Primary response, (465) 28

Primary structure, (474) 76

Primate, (475) 167

B-Prism II fold, (468) 19

Prk, (481) 205

Proadrenomedullin N-terminal 20 peptide, (473) 207
Procalcitonin, (466) 155

Processed gene, (473) 233

Processivity, (467) 333

Procollagen, (466) 19

Procyanidin, (465) 93

Product specificity, (481) 68
Proenteropeptidase activation, (466) 295
Progesterone, (466) 279

Progestin, (465) 12

Programmed cell death, (476) 118
Prohormone convertase 1 and 2, (473) 135
Prohormone sorting, (481) 37

Prolamellar body, (480) 306

Proliferation, (477) 258; (478) 166; (482) 200; (486) 252
Proline, (472) 148

Proline isomerization, (480) 235

Prolyl 4-hydroxylase, (466) 19

Prolyl isomerase, (480) 118

Promoter, (467) 231; (471) 29

Promoter activity, (483) 71

Promoter region, (480) 84

Promoter sequence, (480) 17
Promoter—reporter construct, (482) 49
Pronephros, (482) 37

Pro-opiomelanocortin, (481) 37
N-Propanoylmannosamine, (478) 276
N-Propanoylneuraminic acid, (478) 276
Propeptide, (469) 203

Prostacyclin receptor, (484) 211

Prostaglandin, (468) 33; (470) 1; (471) 78; (473) 76; (475) 242
Prosthetic group, (483) 165

Protease, (471) 169; (475) 1
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Protease activated receptor, (477) 199

Protease-activated receptor-2, (484) 285

Proteasome, (472) 62; (477) 193; (478) 109

Proteasome B-subunit, (466) 213

14-3-3 Protein, (473) 292; (474) 48; (480) 217

Protein, (466) 283

Protein array, (480) 32

Protein carbonyl, (473) 85

Protein chimera, (485) 189

Protein complex, (476) 8

Protein crystallography, (475) 205

Protein design, (484) 144

Protein disulfide isomerase, (466) 19; (475) 89; (484) 246

Protein domain, (473) 1; (479) 93; (484) 164

Protein engineering, (467) 31, 37

Protein evolution, (466) 283

Protein expression, (480) 226

200-Protein family, (474) 38

Protein fluorescence, (484) 144

Protein folding, (465) 169; (466) 283; (470) 203; (471) 7, 177, (472) 67;
(473) 199; (476) 38; (480) 118

Protein fusion, (482) 209

Protein identification, (480) 25

Protein import, (480) 271

Protein interaction, (465) 53; (472) 88; (484) 164

Protein interaction module, (480) 49, 55

Protein kinase, (466) 200; (471) 141, 151; (475) 213; (477) 258; (480)
244 (481) 63; (485) 35

Protein kinase A, (466) 130; (474) 146; (486) 310

Protein kinase B, (478) 253; (482) 200; (486) 38

Protein kinase C, (469) 159; (470) 315; (472) 45; (473) 265; (483) 27;
(484) 113; (486) 136

Protein kinase C o, (482) 97

Protein kinase C 8, (469) 111

Protein kinase C {, (472) 153

Protein kinase CK2, (466) 363

Protein kinase inhibitor, (473) 265

Protein kinase phosphatase, (470) 350; (475) 213

Protein kinase specificity, (466) 91

Protein ligation, (468) 155

Protein monolayer, (471) 56

Protein motion, (470) 257

Protein nitration, (466) 187; (473) 119

Protein oligomer, (466) 35

Protein oxidation, (482) 237

Protein P19, (466) 389

Protein phosphatase, (475) 213; (481) 217

Protein phosphatase 1, (466) 121; (484) 113; (485) 87

Protein phosphatase-2A, (485) 87

Protein phosphorylation, (466) 200; (475) 213; (480) 217; (481) 63;
(483) 104

Protein processing, (484) 194

Protein regulation, (470) 51

Protein S, (475) 135

Protein sequencing, (477) 263

Protein solubilization, (476) 208

Protein sorting, (475) 175; (482) 1

Protein splicing, (476) 301; (480) 221

Protein stability, (475) 22

Protein structure, (472) 78

Protein synthesis, (468) 73; (470) 281; (471) 128; (477) 229

Protein synthesis inhibition, (486) 305

Protein targeting, (476) 22, 27

Protein translocase, (476) 18

Protein translocation, (466) 389; (472) 88; (476) 22, 27; (486) 57

Protein translocation/targeting/export, (469) 61

Protein transport, (467) 97; (470) 232

Protein turnover, (478) 271

Protein tyrosine phosphatase, (465) §; (468) 68

Protein tyrosine phosphatase o, (484) 235

Proteinaceous inhibitor, (475) 1

Proteinase, (486) 247

Proteinase 3, (473) 154

Protein—carbohydrate interaction, (469) 155

Protein—peptide interaction, (472) 208

Protein—protein interaction, (466) 377; (468) 68; (473) 1, 37; (475) 232;
(478) 227; (480) 25, 55, 217; (484) 17

Proteoglycan, (478) 52; (482) 242
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Proteoliposome, (482) 225 Radiation inactivation, (468) 211
Proteolysis, (466) 385; (471) 7 Radical enzyme, (466) 45

Proteolysis susceptibility, (480) 235 Raf-1, (475) 273

Proteome, (480) 2 Rainbow trout model system, (465) 115
Proteomics, (469) 155; (480) 25, 37; (486) 149 Ralstonia eutropha, (466) 259
Prothymosin o, (467) 150 Ramachandran plot, (465) 8

Proton cotransport, (466) 225 Raman spectroscopy, (471) 128

Proton pump, (469) 137; (485) 1; (486) 155 Random mutagenesis, (479) 127
Proton pumping, (470) 7 Rapl, (467) 184; (477) 213

Proton transfer, (470) 375 Rapeseed, (467) 296

Proton translocation, (468) 211; (476) 93 Ras, (469) 88; (474) 184; (477) 99; (481) 205; (482) 169; (485) 183
Protonation-induced conformational change, (481) 101 ras oncogene, (481) 31

Proton-motive force, (468) 239 Rat, (466) 239; (475) 127, (482) 131

Protonophoric effect, (471) 108
PSE-4, (470) 285

P-selectin, (477) 84

Pseudogene, (468) 109; (478) 89
Pseudoknot, (470) 345
Pseudomonas, (476) 312; (483) 139
Pseudomonas aeruginosa, (470) 285
Pseudomonas syringae, (478) 26
Pseudonaja textilis, (473) 303
PSP24, (468) 189

P-type ATPase, (471) 99

P-type ATPase ZntA, (473) 67
P-type ion-motive ATPase, (482) 144
PTZ 17, (479) 146

Purification of silefrin, (472) 267
Purinoceptor, (475) 287; (486) 217
PY motif, (466) 377

Pyranine, (482) 225

Pyrethroid, (470) 135

Pyrimidine, (467) 27

Pyrimidine synthesis, (484) 261
Pyrococcus furiosus, (484) 261; (486) 195
Pyrococcus horikoshii, (467) 195

Rat brain, (481) 177; (486) 136

Rat brain o-subunit, (470) 135

Rat brain membrane, (467) 81

Rat corpus luteum, (472) 137

Rat hepatoma, (484) 74

Rat islet, (474) 66

Rat kidney, (473) 173

Rat liver, (466) 183; (482) 205, 237

Rat liver mitochondrion, (478) 29; (480) 89
Rat pheochromocytoma cells, (474) 184
Rate constant, (472) 312

Rational mutagenesis, (486) 173

Raw starch hydrolysis, (471) 251

Rbp9, (465) 165

Reaction center, (466) 209; (467) 285
Reactive oxygen intermediate, (472) 133

Reactive oxygen species, (466) 165, 323; (468) 125; (470) 88, 211; (473)

6; (476) 218, 253; (485) 94; (486) 191, 252
Real-time PCR, (477) 89
RecA, (477) 129; (480) 221; (482) 159
RecA mutant, (477) 129
RecA protein, (473) 53
RecA-oligonucleotide complex, (473) 53

Pyrodictium, (467) 101 Receptor, (467) 226; (468) 120; (470) 131; (484) 149; (486) 213
Pyruvate, (481) 117 Receptor activator of necrosis factor-xB ligand, (486) 23
Pyruvate dehydrogenase complex, (484) 12 Receptor activity modifying protein, (471) 156; (486) 320

Pyruvate formate-lyase, (466) 45
Pyruvate regulation, (481) 141

Q

Quality control, (476) 32

Quantum yield, (475) 103

Quaternary protein structure, (482) 189
Quaternary structure, (469) 93
Quercetin, (471) 1

Quinone reductase, (466) 1

R

Rab escort protein, (468) 155
Rabl, (477) 49

Rab3A, (474) 66

Rab7, (468) 155

RABIS, (474) 43

Rabbit masseter, (481) 255
RabGGTase, (468) 155

Rac, (482) 139; (486) 68
Racl, (475) 273; (476) 52
Rad9, (481) 122

Rad24, (472) 254

Rad53p, (471) 141

Radial diffusion assay, (468) 137

Recognition site, (466) 385

Recombinant APN, (467) 81

Recombinant chimeric toxin, (472) 241
Recombinant collagen, (469) 132
Recombinant DNA, (486) 200

Recombinant expression, (466) 244; (468) 137

Recombinant light-harvesting complex I, (466) 385

Recombinant production, (466) 192
Recombinant protein, (471) 7; (474) 87
Recombinant protein expression, (476) 179
Recombinant protein production, (469) 61
Recombinant synthesis, (467) 189
Recombination, (477) 129

Reconstitution, (473) 101; (484) 61
Recycling, (486) 2

Red fluorescent protein, (479) 127, 131
Redox, (470) 20; (472) 196; (476) 52
Redox cycling, (472) 57

Redox potential, (477) 21

Redox reaction, (471) 61

Redox regulation, (475) 121

Redoxal, (467) 27

Reducing subcellular environment, (467) 316
Refolding, (486) 131

Refolding barrier, (475) 157

Regulation, (484) 235

Regulation of gene expression, (466) 148

Regulation of glycogen synthase kinase-3, (469) 111

Regulation of transcription, (472) 191
Regulatory domain, (465) 59
Regulatory function, (479) 67
Regulatory protein, (480) 137
Reh cell line, (466) 169
Rehydration, (484) 55
Reinitiation, (468) 73

Renal tubular acidosis, (478) 147
Reoxygenation injury, (477) 175
RepA, (482) 180

Repair, (467) 311



Volumes 465-486 (2000)

Repeat sequence, (475) 167

Repeated motif, (470) 300

Repetitive sequence, (473) 127

Replication, (486) 14

Reporter gene, (481) 19

Reptile prion protein, (469) 33

Rer2p, (477) 170

Resensitization, (484) 211

Y0 Resolvase, (471) 147

Resonance Raman, (474) 238; (482) 252
Respiratory chain, (474) 165; (475) 84; (479) 1; (483) 62
Respiratory control, (466) 130

Respiratory distress syndrome, (467) 7
Respiratory gene, (471) 201

Response regulator, (478) 227

Restin, (465) 53

Restrictocin, (466) 87

Retina, (473) 316

Retinal photoreceptor cell, (483) 143
Retinoblastoma, (486) 73

Retinoblastoma protein family, (471) 29
Retinoic acid, (469) 118; (473) 19

Retinoid X receptor, (483) 114

Retinol, (486) 49

Retinopathy, (468) 1

Retrotransposon, (468) 109

Retrovirus, (475) 7

Rev, (481) 63

Rev protein binding element RNA, (485) 47
Reverse cholesterol transport, (484) 275
Reverse transcriptase, (471) 169

Reverse transcriptase polymerase chain reaction, (484) 194
Reverse transcription-polymerase chain reaction, (476) 203
Reversible neurotoxin, (474) 208

Rev-like NES, (468) 65

RFXI, (474) 23

Rheumatoid arthritis, (465) 23

Rhinovirus protease, (481) 289

p0, (474) 1

Rho, (477) 99; (481) 205; (482) 139; (484) 69; (485) 183
Rho GTPase, (480) 287

RhoA, (473) 10; (482) 97

Rho-activated kinase, (473) 217
Rhodamine, (472) 143

Rhodanese, (470) 147

Rhodnius prolixus, (477) 95

Rhodobacter sphaeroides, (480) 73; (486) 52
Rhodopseudomonas acidophila, (480) 73
Rhodopsin, (473) 259

Rhodopsin phosphorylation, (470) 336
Rhodopsin-like protein, (482) 247
Rhodospirillum molischianum, (480) 73
Rho-GDI, (467) 75

Rho-GTPase, (466) 70

Rho-kinase, (466) 70; (475) 197

Rho-type GTPase, (474) 16; (475) 273

RIA for silefrin, (472) 267

Ribonuclease, (466) 35

Ribonuclease A, (468) 199; (471) 177; (472) 67; (477) 203
Ribonuclease mimic, (481) 277
Ribonucleotide reductase, (473) 212
Ribosomal protein, (484) 22; (486) 195
Ribosomal protein L2, (485) 153
Ribosomal S6 kinase 1, (486) 38
Ribosome, (476) 22

Ribosome assembly, (484) 22

Ribosome inactivating protein, (470) 239; (471) 169
Ribotoxin, (466) 87

Ribozyme, (466) 273; (472) 187; (485) 71
Rice, (466) 107

Rice 1Cys-peroxiredoxin, (486) 103

Ricin super family, (482) 231

Riftia pachyptila, (473) 237

RIP, (468) 134

RNA, (470) 355; (472) 93

RNA binding, (483) 62; (485) 47; (486) 195
RNA binding protein, (485) 153

RNA cleavage, (481) 277
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RNA folding, (477) 49

RNA helicase, (465) 74

RNA interference, (479) 79

RNA phage QB, (482) 261

RNA polymerase, (478) 271; (481) 281; (485) 178
RNA splicing, (465) 153

RNA structure, (475) 181
RNA-binding activity, (480) 255
RNA-cleaving DNA enzyme, (481) 113
RNA-mediated interference, (485) 35
RNA-protein interaction, (477) 49
RNA-riboprotein complex, (470) 319
RNase 65, (472) 179

RNase A, (466) 35

RNase activity, (468) 11

RNase P, (472) 187, (485) 71

Rndl, (467) 91

Rod, (480) 106

Rod opsin, (469) 39

Rodent cell, (472) 173

Rod-like structure, (482) 261
Rolipram, (477) 213

Root expression, (475) 65

Rotation, (470) 244; (472) 34; (483) 1
5S rRNA, (485) 153; (486) 195
rRNA, (472) 187

RTX toxin, (470) 173

R-type current, (481) 235; (483) 125
Rubisco, (481) 164

Rubredoxin, (471) 191

Runt domain, (470) 125

Runxl, (470) 167

Ruthenium red, (486) 257

Ryanodine receptor, (472) 73; (486) 178
Ryanodine receptor type 3, (471) 256

S

10Sa RNA, (470) 345

S100 protein, (475) 187

S100B, (486) 203

S631C, (474) 111

SAAS granin, (473) 135

Saccharomyces cerevisiae, (467) 22, 111; (469) 137, 151; (470) 102;
(471) 224; (475) 43, 111; (476) 134,277, 301; (478) 26; (480) 265;
(481) 8; (482) 25, (483) 62; (484) 48

Salicylate, (470) 47

Salicylic acid, (466) 213

Saliva, (475) 232

Salmonella enterica, (482) 81

Salt effect, (468) 199

Salt stress, (481) 240

Sampling, (470) 257

Saponaria officinalis, (470) 239

Saposin C, (472) 17

o-Sarcin/ricin loop, (466) 87

Sarcoglycan, (482) 13

Sarcolemmal binding, (482) 65

Sarcoplasmic reticulum, (472) 73; (481) 255; (486) 178

Satellite RNA, (485) 25

Satellite virus, (485) 25

Scaffold, (475) 225

Scatchard analysis, (466) 169

Scattering, (475) 11

Schiff base, (472) 263

Schistosoma, (466) 244; (470) 131

Schizosaccharomyces, (472) 254

Schizosaccharomyces pombe, (478) 105; (481) 105, 122

Scilla campanulata agglutinin, (468) 19

Scintillation proximity assay, (484) 159

SCN54, (467) 12; (479) 29

Scolp, (485) 19
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Scorpine, (471) 165

Scorpion, (483) 175

Scorpion toxin, (469) 179; (470) 293; (486) 117

Scramblase, (475) 232

Scrambled protein, (473) 183

Sec system, (467) 97

SecA, (476) 18; (486) 57

Second site mutation, (478) 192

Secondary structure, (465) 59; (485) 81

Secondary structure prediction, (470) 65

Secretase, (483) 6

Secretion, (466) 197; (476) 18; (482) 131; (484) 129

Secretory leukocyte protease inhibitor-binding protein, (475) 232

Secretory lysosome, (481) 245

Secretory pathway, (466) 11; (475) 175

Secretory phospholipase A,, (478) 187

SecYEG, (476) 18

SedS5p, (469) 151

Seed dormancy, (486) 103

L-Selectin, (469) 5

Selectivity, (476) 62

Selenium, (466) 359

Selenocysteine, (466) 359

Self-assembly, (482) 261

Self-incompatibility, (473) 139; (482) 102

Self-oligomerization, (482) 269

Semaphorin c¢d100, (469) 208

Senescence, (472) 14; (474) 159; (479) 19

Septum formation, (481) 105

Sequence, (483) 175

Sequence alignment, (482) 119

Sequence analysis, (470) 147

Sequence comparison, (484) 43

Sequence conservation, (477) 49

Serine, (486) 230

D-Serine, (474) 63

Serine autophosphorylation, (479) 67

Serine base-exchange, (482) 205

Serine palmitoyltransferase, (474) 63

Serine protease, (466) 295; (468) 220

Serine protease inhibitor, (468) 137, 194

Serine/threonine phosphorylation, (472) 153

Serology, (485) 40

Serotonin, (471) 56

Serotonin transporter, (486) 136

Serotonin transporter—drug interaction, (471) 56

Serpin, (468) 194; (473) 297; (484) 87

Ser—Thr phosphatase, (470) 211

Serum albumin, (475) 251

Serum amyloid A, (472) 259

Serum amyloid P component, (465) 129; (473) 199

Sex hormone, (473) 173

SGLTI, (469) 98

SH2, (467) 91

SH2-B, (469) 72

SH2-SH3, (472) 45

SH3 domain, (480) 49, 55

She, (472) 129; (480) 113

Shear stress, (477) 89

Shedding, (475) 52

B-Sheet, (470) 55, 173

Shibata shift, (480) 306

Shiga toxin, (485) 94

Shrimp, (472) 122

Sickle, (480) 179

SigB, (485) 178

Sigma factor, (485) 178

Signal peptide, (467) 97; (476) 18; (481) 152; (484) 7

Signal sequence, (478) 89; (486) 57

Signal transducer, (472) 99

Signal transducer and activator of transcription, (478) 100

Signal transducer and activator of transcription 3, (486) 143

Signal transducer and activator transcription factor, (480) 132

Signal transduction, (465) 64; (466) 200; (467) 22; (468) 37, 120; (469)
19, 142; (470) 350; (472) 235; (473) 259; (474) 169; (476) 52, 145,
160;(477)27,55;(479) 51, (481) 159, 177,205,271 (482) 1; (483) 87;
(485) 183; (486) 33, 275, 281

Signaling, (473) 27; (474) 146; (478) 260; (480) 25
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Signaling complex, (486) 275

Signaling pathway, (467) 253; (478) 209; (486) 315

Silefrin, (472) 267

Silkmoth chorion protein, (479) 141

Sim, (466) 80

Simian immunodeficiency virus, (473) 15

Single molecule, (472) 34; (476) 124, (480) 293

Single-chain Fv, (475) 11

Single-chain variable fragment, (467) 316

Single-stranded DNA, (482) 180

Singlet oxygen, (484) 280

Site-directed mutagenesis, (465) 59, 145; (466) 183, 300, 363; (468) 48;
(469) 142 (471)240; (472) 169,283,307 (474) 33,151 (475) 22,192;
(477) 118; (481) 68; (483) 139; (484) 102, 224

Site-specific recombination, (471) 147

SixA phosphatase, (470) 118

Skeletal muscle, (466) 26; (474) 93; (477) 141; (481) 255, (482) 65

Skeletal muscle mitochondrion, (475) 84

Skin, (473) 127; (480) 156; (481) 53

Skin fibroblast, (469) 1

SLG, (482) 102

Sm32, (466) 244

Smad anchor for receptor activation, (486) 107

Small angle X-ray scattering, (482) 159

Small conductance Ca?t-activated K* channel, (469) 196

Small G protein, (484) 275

Small GTPase, (477) 213

Small heat shock protein, (480) 79; (482) 175; (483) 169

Small intestine, (471) 205

Small proline-rich protein, (477) 268

Small-angle scattering, (471) 211

SMCX, (471) 17

Smooth muscle, (467) 65; (469) 67; (475) 197; (479) 83; (482) 85

Smooth muscle cell, (466) 29; (481) 193

Snake venom toxin mediation, (466) 11

SNARE protein, (470) 51

SNI-2011, (477) 253

SN, (467) 249

Sodefrin homologue, (472) 267

Sodium azide, (468) 239

Sodium channel, (467) 12, 249; (470) 135, 293; (473) 132; (479) 29

Sodium channel-ligand, (479) 136

Sodium compartmentation, (471) 224

Sodium/proton antiporter, (471) 224

Solanum tuberosum, (467) 245

Solid-phase extraction, (481) 0

Solid-state nuclear magnetic resonance, (482) 220

Solt-Farber model, (470) 325

Soluble MHC class II, (481) 249

Soluble receptor, (471) 182

Soluble urokinase receptor, (486) 237

Solution structure, (478) 137; (485) 76

Solvation effect, (478) 197

Somatostatin, (465) 115

Somatostatin analog, (481) 271

Somatostatin receptor, (481) 271

Somatotrophic receptor, (472) 276

Son of sevenless, (482) 169

Sorcin, (471) 197

Sox, (481) 147

Sox9, (466) 249

SPI11/SCR, (473) 139

Species difference, (466) 255

Specific DNA binding, (470) 125

Specificity, (466) 87; (469) 203

Spectrin, (466) 341

Spectrin repeat, (476) 124

Spectroscopy, (470) 107

Sperm capacitation, (475) 251

Sperm maturation, (465) 12

Spermatogenesis, (480) 249

Spermatogenic cell, (475) 251

Spermiation, (465) 12

Sphingolipid, (474) 63; (475) 247, (478) 260; (482) 85

Sphingolipid a-hydroxylation, (478) 26

Sphingomyelin, (469) 44; (472) 143; (475) 247, (478) 9

Sphingomyelinase, (469) 44; (475) 247

Sphingomyelinase activation, (478) 233
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Sphingosine 1-phosphate, (468) 189; (473) 81; (476) 55; (482) 97

Sphingosine kinase, (476) 55

Spider, (474) 208

Spider venom, (474) 208

Spin trap, (473) 58

Spinal cord-derived growth factor, (475) 97

Spinal muscular atrophy, (470) 207; (486) 99

Spin-trapping, (471) 187

Splice variant, (467) 128; (485) 13

Splicing, (466) 337

Sporulation, (478) 105

Spot method, (479) 99

SR protein, (465) 153

Src family kinase, (478) 260

SRK, (473) 139

SRK, (482) 102

Ssn6, (473) 37

Stability, (475) 192; (481) 249

Stability in vivo, (476) 171

Stabilized intermediate, (472) 67

Staphylococcus aureus, (479) 6

Staphylococcus aureus nuclease, (481) 169

Staphylokinase, (474) 151

Starch, (480) 277; (482) 113

Statin, (478) 205

Stch, (467) 348

Ste2, (467) 22

Sted4, (467) 22

Stell, (467) 111

STE20/p21-activated kinase family, (468) 234

Steady state, (475) 121

Steady-state fluorescence, (477) 157

Steady-state kinetics, (476) 194

Stearyl-Nle!7-VIP, (475) 78

Stellate cell, (479) 146

Stem cell, (475) 7; (486) 149

Stereochemistry, (465) 157

Steroid, (486) 49

Steroid conjugate, (474) 242

Sterol C-24(28) reductase, (470) 83

Sterol isomerase, (470) 102

Sterol regulatory element-binding protein, (467) 326

Sterol uptake, (470) 102

Stoichiometry, (482) 180

Stopped-flow mixing, (470) 203

Stopped-flow spectroscopy, (484) 139

Store-operated calcium channel, (478) 237

Store-operated channel, (470) 269

Streptolysin-O, (484) 179

Streptomyces lividans, (477) 37

Streptomyces olivaceoviridis, (482) 231

Streptomyces seoulensis, (472) 57

Streptozotocin, (478) 141

Stress-activated protein kinase, (469) 19

Striated skeletal muscle, (472) 73

Structural domain, (467) 226

Structural genomics, (476) 98

Structural prediction, (473) 127

Structure, (465) 87; (471) 182; (472) 225, (473) 237,269, (477) 8; (485)
40

Structure classification, (476) 98

Structure prediction, (475) 11; (476) 98

Structure/function relationship, (469) 93

Structure-activity relationship, (475) 1

Structure-function, (467) 22

Styl MAPK, (486) 305

Subconductance, (479) 10

Submitochondrial particle, (468) 211

Substance P, (486) 43

Substituent effect, (478) 197

Substrate access channel, (477) 157

Substrate binding, (477) 157

Substrate binding pocket, (476) 93

Substrate recognition, (471) 103; (486) 173

Subtelomeric interspersed repeat, (475) 167

ol Subunit, (481) 235; (483) 125

B Subunit, (481) 235; (483) 125

B1-Subunit, (473) 132
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B6 subunit, (472) 62

By subunit, (484) 179

¥2 Subunit, (481) 235

Subunit, (467) 65

Subunit 6, (486) 297

Subunit c, (472) 34

Subunit interaction, (465) 169

Succinate dehydrogenase, (470) 365

Sucrose, (471) 219

Sucrose sensor, (485) 189

Sucrose transporter, (485) 189

Sudden cardiac death, (479) 29

Sugar recognition, (474) 76

Sugar regulation, (479) 19

Sugar transport, (468) 225; (476) 224

SulA, (477) 224

Sulfate transport, (475) 65

Sulfate transporter, (477) 118

Sulfation, (475) 61

Sulfhydryl oxidase, (477) 62

Sulfhydryl reactivity, (482) 237
Sulfobromophthalein, (474) 242

Sulfolobus solfataricus, (468) 11

Sulfonylurea receptor, (482) 59

Sulfur donor substrate, (472) 307

Sulfur metabolism, (473) 63
Sulfurtransferase, (472) 307

Superoxide, (468) 89; (471) 187; (472) 39; (475) 93; (484) 139
Superoxide dismutase, (483) 17, 21; (485) 113
Superoxide radical anion, (472) 57
Supply-demand analysis, (476) 47
Suppression subtractive hybridization, (467) 299
Suppressive, (473) 149

Suppressor of cytokine signal, (480) 132
Suppressor of cytokine signaling, (478) 100; (486) 33
Suppressor of cytokine signaling 1, (472) 235
Suprachiasmatic nucleus, (477) 106

Surface plasmon resonance, (470) 151; (472) 73; (481) 281
Surface plasmon resonance spectroscopy, (469) 24
Surface pressure, (471) 56

Surface property, (479) 118

Survival, (468) 129, 134

Survival motor neuron, (470) 207; (486) 99
Swelling, (471) 108

SWI/SNF, (476) 68

Sword-tailed newt, (472) 267

Syk, (472) 235

Synapomorphic disulfide bond, (477) 203
Synapse, (482) 189

Synaptic vesicle, (482) 269

Synaptosome, (473) 265; (481) 177; (486) 136
Synaptotagmin, (482) 269

Synchronisation, (476) 78

Synechococcus sp. PCC 7942, (473) 337; (485) 173
Synechocystis, (479) 72; (483) 47
Synechocystis PCC6803, (473) 337
Synpolydactyly, (473) 233

Syntaxin, (470) 51

Syntenin, (467) 299

Synthase, (476) 253

Synthetic ATPase inhibitor peptide, (482) 163
Synthetic peptide, (469) 179; (479) 99
Synthetic SSR(1-62), (468) 11

Synthetic steroid RU 486, (467) 123
Syntrophin, (482) 13

o-Syntrophin, (482) 65

Syringomycin E, (478) 26

Systemic acquired resistance, (466) 213
Systems modelling, (480) 42
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T

T cell antigen receptor, (472) 235

T cell receptor, (486) 38

T cell receptor signaling, (470) 273

T lymphocyte, (470) 350; (472) 259
T8993G, (486) 297

TABI, (474) 141

TAKI, (467) 160; (474) 141

Talin, (466) 29

Tandem mass spectrometry, (475) 131
Tangier disease, (484) 275

Targeted gene disruption, (476) 84
Targeted RNA cleavage, (472) 179
Targeted toxin, (466) 87

Targeting, (473) 76; (477) 161

Tat, (469) 118

TATA-box, (483) 93

TATA box-binding protein, (468) 149; (483) 71
Tau, (465) 34; (485) 99

14-3-3-1, (467) 61

Tau assembly, (486) 270

Tau phosphorylation, (469) 111

Tau protein, (476) 89

Tau protein mutation, (484) 265
TBP-associated factor, (468) 149

T-Ca?* channel, (475) 251

Tem62p, (470) 365

T-DNA, (467) 41, 47

Technical application of bacteriorhodopsin, (476) 171
Teleost fish, (468) 181; (473) 316; (486) 14
Telokin, (479) 83

Telomerase, (473) 241

Telomerase inhibition, (467) 305
Telomere, (470) 20; (473) 241; (475) 167, (481) 81
Telomere-binding protein, (467) 305
Temperature, (466) 59

Temporin A, (479) 6

Tenascin-C, (480) 189

Terpenoid biosynthesis, (465) 157
Tertiary interaction, (466) 273

t-Test, (470) 65

Testis, (486) 225

Tetanus neurotoxin, (482) 119

Tetanus toxin, (484) 129; (486) 136
Tetracycline, (477) 263
12-O-Tetradecanoyl phorbol-13-acetate, (467) 184
Tetrahydrobiopterin, (473) 58; (475) 35; (485) 109
Tetrahymena, (466) 273

Tetramerization, (472) 83
Tetramerization region, (485) 81
Tetraphenylphosphonium, (480) 127
Tetrapyrrole, (482) 252

Tetratricopeptide repeat motif, (473) 37
TGF-B, (474) 71

Th1/Th2, (465) 28

Thalassemia, (466) 139

Thapsigargin, (479) 51

Thermal denaturation, (476) 171

Thermal stability, (466) 59; (472) 83; (473) 237, (476) 296; (483) 99
Thermophilic archaea, (484) 261
Thermophilic archaeon, (467) 195
Thermoplasma acidophilum, (477) 278
Thermosome, (477) 278

Thermostability, (468) 48; (470) 65
Thermostable enzyme, (467) 195
Thermotolerance, (483) 169

Thermus thermophilus, (476) 140
Thermus thermophilus HBS, (482) 159
Thiamine, (475) 237

Thiazolidinedione, (471) 119; (484) 37
Thioglucoside glucohydrolase (EC 3.2.3.1 myrosinase), (468) 243
Thioglucoside (glucosinolate), (468) 243
Thiol, (472) 225
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Thiol addition, (469) 9

Thiol metabolism, (484) 246

Thiol potentiation, (484) 133
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Thymidine phosphorylase, (483) 181
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Thyroid-stimulating hormone, (475) 27
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Toll-like receptor, (467) 160
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Toroid, (480) 106

Torque, (476) 113
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Toxin, (470) 239

Toxin binding, (467) 179
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Transacetylase, (479) 63

Transactivation, (470) 77; (483) 114
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Transcription activation, (474) 121

Transcription factor, (467) 341; (473) 169; (478) 141; (480) 84; (484)
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Transcription factor 11A, (468) 149
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Transcriptional activator, (476) 312

Transcriptional modulator, (468) 203

Transcriptional regulation, (465) 103; (467) 87; (472)9; (476) 62; (478)
77; (482) 49

Transcriptional regulator ZntR, (473) 67
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Transducin, (473) 259

Transduction, (485) 163
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Trans-expression of Vpr, (469) 191
Transfection, (467) 231; (480) 239
Transferrin, (466) 135; (483) 11
Transferrin receptor, (483) 11; (484) 271
Transformant, (484) 280
Transformation, (484) 153
Transformation inhibitor, (476) 213
Transformation suppressor gene, (481) 31
Transforming growth factor o, (474) 195

Transforming growth factor B signaling pathway, (486) 107

Transforming growth factor B superfamily, (468) 215
Transforming growth factor-B, (466) 160; (479) 123
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Transient receptor potential, (485) 127
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Translation, (470) 345; (483) 57; (484) 33
Translation termination, (472) 213
Translational control, (467) 61
Translational pausing, (482) 185
Translocase, (476) 27

Translocation, (477) 73; (479) 63; (484) 118
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Transmembrane, (478) 13
Transmembrane helix, (477) 118
Transmembrane transport, (472) 159
Transmitter-gated channel, (475) 287
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Transporter, (471) 56; (475) 237; (483) 52; (485) 13
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Transrepression, (470) 77
trans-Translation, (470) 345

Trap vector, (480) 63
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TRF2, (481) 81
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Triglyceride synthesis, (475) 163
Triiodothyronine, (478) 4
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2,4,6-Trinitrotoluene, (478) 295
2'-(5"-Triphosphoribosyl)-3’-dephospho-CoA, (483) 165
Triple helix assembly, (469) 132

Triplex DNA, (470) 355
TrkA-interacting protein, (469) 72
tRNA, (466) 359; (481) 277

tRNA identity, (472) 247

tRNA specificity, (476) 140

tRNA structure, (466) 359
tRNA-dependent amidation, (476) 140

3" tRNase, (472) 179

Troglitazone, (484) 37
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Troponin, (479) 99

Troponin I inhibitory peptide, (469) 168
Trout, (481) 266
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Trypanosoma cruzi, (469) 29
Trypanosoma cruzi surface protein, (470) 305
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Tryptic digestion, (468) 225

Tryptic fragment, (482) 252

Tryptic hydrolysate, (467) 235
Tryptophan, (471) 125; (484) 144

TSH receptor, (486) 208

T-type, (478) 166; (481) 73

Tuberculosis, (473) 358

Bi-Tubulin, (470) 198

Tubulin folding cofactor, (470) 93
Tubulin interaction, (478) 281

Tumor cell trafficking, (467) 211

Tumor invasion, (481) 31
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Tumor necrosis factor, (467) 299; (468) 129, 134; (472) 196; (473) 285;
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Tumor necrosis factor o, (465) 93; (472) 287; (473) 345, (477) 84; (481)
227; (483) 57
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Tumor necrosis factor receptor, (469) 77
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Tumorigenesis, (476) 203

Tumorigenicity, (471) 51

Tunicamycin, (469) 123; (486) 320
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Two-hybrid interaction, (480) 37

Two-hybrid screen, (470) 227

Two-hybrid system, (468) 68; (475) 187; (484) 164

Two-photon, (479) 131

Type 2 diabetes, (473) 24
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Type II phosphatidylinositol phosphate kinase, (475) 57

Type II pneumocyte, (467) 7

Type XIII xylan-binding domain, (482) 231
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Typical fold, (466) 283

Tyrosinase, (474) 228

Tyrosinase activation, (478) 57

Tyrosine, (471) 125; (472) 117
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Tyrosine phosphorylation, (474) 179; (481) 8

Tyrosine repressor, (467) 87

Tyrosine O-sulfation, (470) 97
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U937, (473) 345; (478) 72

Ubiquinone, (467) 105; (480) 89

Ubiquitin, (471) 17; (477) 193

Ubiquitin conjugating enzyme, (471) 17

Ubiquitination, (466) 377; (475) 31

Ubiquitin-dependent proteolysis, (468) 142

Ubiquitin-like, (469) 123

Ubiquitin-like gene, (467) 348

UCP, (484) 37
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kinase, (470) 315

UDP-Gal, (473) 165

UDP-glucose:ceramide glucosyltransferase-1, (475) 247

UDP-glucuronosyltransferase 1A9, (471) 1

Ultrastructure, (474) 1

Ultraviolet B, (474) 195

Ultraviolet visual pigment, (486) 167

UNCI104 subfamily, (486) 285

Unc-33, (480) 283

Unc-33 like phosphoprotein (Ulip), (480) 283

Unconventional myosin, (484) 125
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Uncoupler, (478) 237

Uncoupling, (470) 244 (471) 108; (474) 53
Uncoupling protein, (467) 145; (470) 88; (480) 265
Uncoupling protein 3, (465) 135

Unfolded protein response, (469) 123
Unfolding, (473) 183

Unfolding intermediate, (473) 183
Unfolding intermediate state, (476) 124
Unit loop contour length, (466) 283
S’-Untranslated region, (473) 42; (476) 272
uPAR, (470) 40

Upstream stimulatory factor, (474) 146
Uptake, (478) 260; (482) 265

Urea, (473) 183; (474) 175

Urinary tract infection, (479) 111

Urine, (475) 52; (486) 10

Urokinase, (466) 317; (476) 166
Urokinase receptor, (476) 166; (486) 237

Urokinase-type plasminogen activator receptor, (475) 52

3'-UTR, (477) 49

Utrophin, (471) 229

UvrB protein, (465) 161
UvrB-C interaction, (465) 161
UV-vis spectroscopy, (467) 221

Vv

VacA cytotoxin, (481) 96

Vaccine antigen, (476) 84

Vaccinia virus, (466) 179

Vacuolar type HT-ATPase, (486) 155
Vacuolar type H-pyrophosphatase, (486) 155
Vacuole, (469) 137; (470) 232
Vaginal discharge protein, (476) 179
Vanilloid, (483) 52

Vanillyl-alcohol oxidase, (481) 109
Vanin, (483) 149

Vascular biology, (473) 58

Vascular endothelial growth factor, (469) 14; (473) 161; (474) 195

(477) 258
Vascular smooth muscle, (467) 128
Vascular smooth muscle cell, (467) 217; (481) 3
Vasoactive intestinal peptide, (475) 71, 78
Vasodilator-stimulated phosphoprotein, (473) 119
Vasopressin, (475) 175
Vasopressin Vla receptor, (466) 255
Vasopressin V2 receptor, (466) 101
V-ATPase, (469) 137
vav, (467) 75
Vav, (472) 99
VDAC, (466) 6
Vein graft, (470) 370
Ventricular fibrillation, (467) 12; (479) 29
Ventricular myosin light chain 2 promoter, (478) 151
Vertebrate, (486) 167
Vertebrate ancient opsin, (473) 316
Vertebrate genome, (476) 3
Vertebrate photoreception, (468) 181
Very long chain fatty acid, (478) 205
Vesicular transport, (470) 25
Vibrio alginolyticus, (474) 165
Vimentin, (470) 198
Violaxanthin, (485) 168
Violaxanthin de-epoxidase, (481) 101
VIP36, (476) 32
Viper venom protease, (477) 199
Viral fusion, (477) 145
Viral hepatitis, (480) 132
Viral membrane protein, (482) 220
Viral replication center, (471) 215
Virion specific, (469) 191
Virus-like particle, (482) 261
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Visna virus nucleocapsid protein, (476) 190
Vitamin, (475) 237

Vitronectin, (470) 40; (480) 169

Volatile aldehyde, (481) 183

Voltage clamp, (466) 327

Voltage gated, (466) 26; (470) 189
Voltage sensor, (479) 35

Voltage-gated calcium channel, (483) 125
Voltage-gated Na™ channel, (466) 377
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VP1, (467) 359
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Water coordination, (483) 21

Water oxidation, (467) 137; (477) 113
Water oxidizing complex, (475) 103
Water transport, (481) 293
Wavepacket, (466) 209
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Western blotting, (467) 249

Wingless, (474) 189

Wobbler mouse, (481) 227

Working stroke, (480) 293
Wortmannin, (465) 69; (469) 111; (473) 113
WSL-1, (485) 135

WW domain, (466) 377; (480) 55

X

X chromosome, (478) 77

Xanthine dehydrogenase, (475) 93; (480) 84
Xanthine oxidase, (475) 93; (480) 84
Xanthophyll cycle, (471) 71; (481) 101
Xenobiotic, (486) 49

Xenopus egg extract, (466) 287; (484) 108
Xenopus kinesin-like protein 4, (486) 285
Xenopus laevis, (482) 37; (483) 27; (486) 29
Xenopus laevis oocyte, (470) 135; (475) 291
Xenopus oocyte, (466) 225, 351; (478) 246
X-linked mental retardation, (481) 285
X-ray crystallography, (465) 161; (468) 19; (471) 61
X-ray diffraction, (468) 23; (479) 141

X-ray structure, (472) 114

XRCC4, (478) 67

Xylanase, (482) 231
B1,2-Xylosyltransferase, (472) 105

Y
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YadQ, (466) 26
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Yeast ERV1, (477) 62
Yeast functional complementation, (475) 65
Yeast mitochondrion, (467) 145
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Yeast two-hybrid, (467) 91; (470) 207; (481) 81; (484) 22
Yeast two-hybrid analysis, (478) 227

Yeast two-hybrid system, (484) 17
Yeast-expressed non-muscle actin, (476) 155
Yersinia, (465) 87; (482) 139

Yersinia pestis, (472) 22
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Yin Yang 1, (467) 359
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YpkA, (482) 139
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Z9/KLF6, (473) 95

Zinc finger domains, (476) 190
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Zn(II) binding, (467) 189
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